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The antibacterial properties of Sugar Syrup Honey againstmethicillin -
resistant Staphylococcusaureus, Escherichiacoli and Pseudomonas
aeruginosain comparisonto Natural honey
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Background and Aim : Antibiotic resistancef bacterisandnosocomiainfectionsis ontherise,
thusthediscoveryof alternativetherapeutiagentds urgentlyneededHoneypossesses
therapeutigotential,includingwoundhealingpropertiesandantimicrobialactivity. Althoughthe
antimicrobialactivity of honeyhasbeeneffectivelyestablishedgainstanextensivespectrunof
microorganismsit differs dependingon thetypeof honey.To date,no extensivestudiesof the
antibacteriapropertiesof SSHon MRSA, Escherichiacoli andPseudomonaaeruginoshavebeen
conductedTheobjectivesof this studywereto conductsuchstudiesandto comparehe
antibacteriahctivity of SSHwith thatof Naturalhoney.

Methods : Usinga brothdilution method the antibacteriahctivity of SSHagainsfive strainsof
MRSA, Escherichiacoli andPseudomonaaeruginosvasdetamined;Naturalhoneywasusedas
thecontrol.Differentconcentrationsf honey|/ ~ _ (w/v)] weretestedagainsteachtype of
microorganismBriefly, two-fold dilutions of honeysolutionsweretestedto determinethe
minimuminhibitory concentratior{MI C) againsteachtype of microorganismfollowed by more
assaywithin a narrowerdilution rangeto obtainmorepreciseMIC values MICs weredetermined
by bothvisualinspectionandspectrophotometriassayat® = am. Minimum bactericidal
concentratio{MB C) alsowasdeterminedy culturingon countagarplates.

Results: By visualinspectionthe MICs of SSHrangedfrom’ / to’ _ ¢omparedo Natural
honey( /-_,).Spectrophotometriceadingsof atleast _ inhibition yieldedMIC values
rangingbetweert | and _ for bothtypesof honey.ThelowestMBC for SSHwas, ~,’
whereaghatfor Naturalhoneywas .~ for themicroorganismsested.ThelowestMIC value

( /) fdr bothtypesof honeywasagainstPseudomonaaeruginosSSHhadalowerMIC ( /)’
aganstMRSA isolatescomparedo Naturalhoney( / / ). _ °
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Conclusion: SSHexhibitedvariableactivitiesagainstdifferentmicroorganismshuttheywere
within the samerangeasthosefor Naturalhoney.This resultsuggestshat SSHcould potentially
be usal asanalternativetherapeuti@agentagainsicertainmicroorganismsparticularlyMRSA and
Pseudomonazeruginosa.

Keywords : MRSA-SugarSyrupHoneyNaturalHoney
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Background and Aim : Informationaboutthe molecularstructureof MRSA strainsprovides
significantinsightsinto the epidemiologyof thisimportantpathogenWe performedthe present
studyto investigatehe molecularcharacteristicef MRSA isolates.

Methods : MRSA isolatesweresubjectedo moleculartyping by meansof spatyping, multilocus
sequencgyping (MLST), StaphylococcaCassettéehromosomenec(SCCmechrouping,andto
phenotypicantimicrobialsusceptibilitytestingby meansof disk diffusion assayThenthe presence
of pvl genesvasevaluated.

Results: Clusterandysis by eBURSTy showedhatMRSA isolatesbelongedo two majorclonal
complexe{CC);CC (ST _,ST ,ST ' ,ST , )andCC /(ST ST ST / " and
four singletonsSubsequerdnalysisof MRSA isolatesrevealedhatthe mostprevalentSCCmec
typewastypelll ( _ ~) followedbytypelV ( ., ~)andtypell ( ~ ). Totally/ /different
spatypeswerediscriminatecamongwhichtypest: . andtv _ werepredominant.

Conclusion: Theprevalencef PantorValentineleukocidin(PVL)-positive MRSA strairs was
high( ), whichis amatterof greatconcernbecausehe PVL is frequentlyassociateavith
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severeandrecurrentSSTIS.ST _ -lll-t _ fepresentethe mostpredominanMRSA clone.The
presencef Sequencdype(ST), “andST/ , Arebeingreporedfor thefirst timein Iran.

Keywords : MolecularTyping; Multilocus Sequenc@yping; AntibacterialDrug Resistance;
Methicillin-ResistanBtaphylococcuaureusPantonValentineleukocidin

Count’
AbstractiD:/ ~
PresentationType: Poster

Assessmenand diagnosisof infectionsin peopleadmitted to hospital
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Background and Aim : Nosocomiainfectionsarea majorproblemincreasinghealthand
hospitalsandwith thelengthof hospitalstayandmortality increasedisk of infection.
Identificationof agentfungalin the hospitalfor treatmentandinfectioncontrolis essentialThe
aim of this studywasto identify the specie®f invasivepulmonaryfungalinfectionsin hospital
stainingtechniquegcultureandcomparehem.

Methods: This crosssectionaktudyon patientswith respiratoryfailure amongpatientsadmitted
to Hospital.Patientswith lung specialistwith oneor moreclinical signswerestudiedand
performedbronchoscopitavage samplesvereobtainedfrom patients By threespecificstaining,
CalcoflureWhite _GiemsaandCainyoneandculturein sc,sccto detectnosocomialnfections
werecomparedetweerthesefactors.



Ol 31 5w 3 il (5 51 5 gl gw © ST (oo g

938 59 (¥l e (gl ylows ¢! 903 1WAF olo LT Yo—YY

Results: Amongthe “samplesnducedsputum, / Aand.  jpercenimenof women.Themost
commonnosocomialnfectionsof patientsn theinternalmedicineward, andseparatésolated
Aspergillusflavus, , Cryptococcusieoformang ) andAspergillusfumigatus( ) andoncology
wards, andseparatésolatedPneumocystigroveci( ), fungiblack({ ) andCandidaspecieq )
andtheCCU, peopleand separatésolated AspergillusflavusandAspergillusfumigatus
isolatedseparatéCU/ persorand , respectively.Comparisaof the results the domesticsector
hadthe highestrateof hospitalinfectionsandoncologyunits, CCU andICU, respectivelywere
thelowest.Theresultsof the studyusingspsssoftwareversion’ *statisticalanalysisvas
performed.

Conclusion: Thesenosocomialnfectionscanhavea negativeresultandthe causeof dangerous
diseasesandoneof the cause®f deathsn patieris with bacterialinfectionscoexistandeventually
extend'dueto stayin hospitalarelong andcostly.

Keywords : Nosocomialnfection, standardnethodspacterialandfungalinfections,hospital
parts
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Background and Aim : In recentyears,nanosizednaterialsconsiderabhhaveattractedhe
attentionof researcherghroughoutheworld . In modernnanoscienceandtechnologythe
interactionbetweerinorganicnanoparticlesindbiological structuresareoneof the mostexciting
areaf researchlt attractsmanyresearcherashio-methodbasedoroducingproceduresvere
broughtforth for discussionConsequentlyesearchergirnto safereliable,clean,pro-
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environmentabiological methal. Useof microorganismsn nanotechnologyis oneof the most
importantaspect®f thediscussion.

Methods: Local sampleof yogurtandmilk whereperchasedrom provincesof Mazandaraand
llam. By keepingthe samplesnediaandaccordingto somephenotypic featuresandbiochemistry
experimentsl.actobacilliwererecognized.Nanparticlesweresynthesizeét roomtemperature
in thelaboratoryambienceby usingsilver nitratepowder.Spectrophotometenpethods X-ray
diffraction, ZetasizerandScanningelectronMicroscopy(SEM) wereusedto ascertairAg nano
particlesformation.Specie®f Pseudomonaaeruginosa StaphylococcuaureusandE.coli,
respectivelywereusedashospitalpathogenin orderto studythe patternof resistancendgrowth
in the presencef differentconcentratiorof nanosilver particles.Diskdiffusion andwell diffusion
methodswereutilized. The Minimum Inhibitory Concentratior{MIC) andMinimum Bactericidal
ConcentratiofMBC) weredetermined.

Results: In this study,the synthesisof Ag nanoparticleswereassistedy native Lactobacillusof
Iran derivedfrom somelocal dairy productswhich is alow-cost,accessibl@ndnon-pathogenic
method.

Conclusion: Silver Nanoparticlesweresynthesized » + ~nmextracellularsphericalhexagonal
andrectangulaform particles.Comparinthe patternof mentionedbacteriagrowth, thetime of
logarithmicgrowth of nanosilver particlessolutionwith the concentratiorof MIC ( / | mg/l)
decreasefrom’ ,to_ _hours.

Keywords : Silver nanopatrticles,Lactobacillus Dairy products
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Badkground and Aim : Sodiumhypochlorite(NaOCI)andchlorhexidinegluconatq CHX) are
broadspectrumantimicrobialagentghatdisruptthe membranesf microbeslndocyaninegreen
(ICG) is apromisingphotosensitivagentfor photodynamidherapy(PDT) of root canal
infections.Curcumin,a substancén turmeric,mayreducepainandinflammationandalsohelpto
treattoothabscesandtoothinfection. Thisin vitro studyaimedto analyzethe effectiveness
betweerNaOCI, "'CHX,, © CHX, ICG andCurcuminon Enterococcus$aecalisasthe most
commonorganismsnvolved root canalinfections.

Methods: Thesuspensiofrom E. faecalis(tATCC, * | Ywith afinal cell concentratiorof/ ~ o
', CFU/mLwaspreparecandwasinstrumentedndirrigatedwith NaOCI, "CHX,, ~ CHX,
ICG+LaserdiodeandCurcumin+Lasediode.After treatmentthe microplatecontentsvere
seriallydiluted,andculturedto determinehe numberof colony-forming units.

Results: Completeinhibition of E. faecaliswasobservedvith NaOCI,, "CHXand- © CHX,
followedby, ~ ¢ ~ with ICG+Laserdiodeand. ~ _¢ '~/ with Curcumin+Lasediode.

Conclusion: NaOCI, "CHX,, = CHX wereusefulin removingE. faecalisICG andturmeric
extracthavesubstantiahntibacteriahctivity andhencehavepotentialsto be usedasintracaral
medicament# their antibacteriahctivity couldbe enhanced.

Keywords : Sodiumhypochlorite chlorhexidinegluconate Curcumin,photodynamicherapy,
Indocyaninggreen
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Background and Aim : Uropathogeni&scherichiacoli (UPEC)is the mostfrequentcauseof
urinarytractinfection (UTI) in communityandhospitalsettings Adhesinvirulencedeterminants
contributeto the pathogenicityof UPECstrainatthe site of infection. The mostcharacterized
bacterialadhesirin UPECstrainsarepapEF sfa/foc,afa,andfimH. In this study,Associationof
adhesirvirulencedeterminantin UPECisolateswith clinical manifestatiorof patientswith UTI
weredetermined

Methods: A totalof/ _ UPECisolateswerescreenedby PCRfor the prevalencef four virulence
genesncodingtype/ fimbriae (fimH), pili associateavith pyelonephritigpap),SandF C
fimbriae (sfaandfoc), andafimbrial adhesingafa). Moreover,E. coli isolateswereclassifiedinto
threegroups:( ) isolatesassociateavith acutepyelonephritign = ), ( ) isolatesassociateavith
cystitis(n= ~ ), and( ) isolatesassociateavith asymptomatibacteriuriaq(ABU) (n=, /).

Results: ThefimH genewas themostcommonvirulencegeneandwasdetectedn/ ~ /(" )
of theUT] isolatesThepapgenewaspresenin_ _ ~ ( ) of isolatesandthesfagenein/ | =
( ) of isolatesTheafagenewasshownin, ~ ~ ( ) of isolates Associationanalysisbetweesn
adhesirvirulencedeterminant&ndclinical manifestatiorof UTI patientsrevealedoapEFgene
wassignificantlymorefrequentamongthe pyelonephritissolatesthanin cystitisand
asymptomatidacteriuriaisolates(P= ~ ~).Besidesafawasmorefrequentlyassociatedvith
cystitisthanwith asymptomatidacteriuriaisolates(P= ~ ) althoughtherewasno association
betweersfa/focgeneandanytypeof UTI (P> ~ ). Additionally, pyelonephritissolateswere
morevirulentin comparisorto otherUPECisolates(P= ~ J. _

Conclusion: Fimbriaeassociate@dherencés animportantfactorin the pathogenesisf UT],
andthecritical role of adhesiongn thedevelopmenof UTI is well known. This observatiomrmay
pointto the concordancef the severityof the symptomswith the numberof virulencegenes.
Moreover,ourfinding showedthatinvestigationof the bacterialpathogenicityassociateavith UTI
may contributeto a bettermedicalintervention.

Keywords : UropathogenicEscherich@li (UPEC),AdhesinvirulencedeterminantsiJrinary
TractInfection(UTI)

Count/ ~
AbstractiD:/ ~ _ /
PresentationType: Poster

Multidrug resistanturinary tract isolatesof EscherichiaColi from
patients Imam Rezahospital of Kermanshah, Iran

SubmissionAuthor: ZhaleDezfoolimahesh



Ol 31 5w 3 il (5 51 5 gl gw © ST (oo g

938 59 (¥l e (gl ylows ¢! 903 1WAF olo LT Yo—YY

ZhaleDezfoolimanesh Baharehzalei , NooshinPorshayegan

I, - Departenbf medicallaboratorysciences schoolof paramedicine Kermanshalniversityof medimcal
sciences, Kermanshabh,lran
- Departenbf medicallaboratorysciences sctool of paramedicing Kermanshaluniversityof medimcal
sciences, Kermanshah,Iran
I - Departenpf educationschoolof paramedicing Kermanshatuniversityof medimcalsciences,
Kermanshah,Iran

Background and Aim : Multiple resistance# antimicrobialdrugsarisingin EscherichiaColi
isolatesmay complicatetherapeutienanagementf urinarytractinfection (UTI) by this organism.
Theaim of this studywasmultidrugresistanurinarytractisolatesof EscherichiaColi from
patientsmamRezahospitalof Kermanshah..

Methods: Ecoliisolatesn= - Jwereidentifiedusingmicrobiologicalandbiochemicaktandard
tests.Antibioticresistancepatternagainst *antibioticandthe detectionof ESBL-producingEcoli
isolatesweredoneaccordingto clinical andlaboratorystandardnstitute (CLSI)criteria.

Results: of theseisolates _ Wereresistanto threeor moreagentsandconsiderednultidrug
resistan{MDR).AmongMDR isolates , wereESBLproducers.Themn@asa significant
differencein ESBL , MDR patternshetweerESBLproducersindnonproduceESBL, Ecoli.
isolates(p < os ). Amomgthe multidrugresistanisolates, _ /, "/, "I, /17 "1
wereresistanto ampicillin, cefotaxime, ceftriaxone trimethoprimsulfamethoxazole,cefepime
repectively Rateof multidrug resistanceveredemonstratetb be higheramongfemales( /)

thanmales(, _ ), amongpatients> ~yearsof ageandamonginpatients( ~ )thatoutpatients

C.)

-

Conclusion: Thehigh prevalencesf multidrugresistanceamongUT!I patientscallsfor continuous
surveillanceo assureeffectivecontrolof this infection.

Keywords : :urinarytractinfection, Escherichiacoli, multidrugresistance
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Background and Aim : Nosocomiainfectionsconstitutea global healthproblem,leadingto a
high rateof morbidity andmortality. The choiceof antimicrobialtreatmenfor nosocomial
infectionsis oftenempiricalandbasedon theknowledgeof local antimicrobialactivity patternsof
themostcommonbacteriacausingsuchinfections.The aim of this studywasto determinghe
mostprevalentacterialpathogengausingnosocomialnfectionsandtheir antimicrobialresistant
profilesin hospitaladmittedpatients.

Methods: A totalof__ , Samplesvereobtainedirom_ hospitalsMilad, MotaharyandLoghman
in Tehran,Iranfrom November ~ /tQApril, ~ /. Nosocomiainfectionsweredefinedasa
culturet proveninfection,which occurredmorethan,  hoursafteradmissionAntimicrobial
susceptibilitytestingwasperformedusingdisk diffusion methodaccordingto Clinical and
LaboratoryStandardsnstitute(CLSI) guidelines.

Results: Most prevalentbacterialpathogengausingnosocomiainfectionswerefoundto be
StaphylococcuaureusPseudomonaaeruginosaandAcinetobactebaumanniwith™ ,* _and
I isolatesrespectivelyCefepimandMeropenenwerefoundto bethe mosteffectiveantibiotics
for nosocomiainfectionscausedy Staphylococcuaureuswith only/ resistanisolate.
Resistancéo Gentamicinand Amikacin andsusceptibilityto Cefepimwasthe highest compared
with otherantibioticsamongsPseudomonageruginosasolateswhichis in consistentvith the
factthatcephalosporinsemainusefulagentsfor managememf nosocomialnfectionscausedy
Pseudomonaaeruginosaicinetobacteisolatesshowedower susceptibilityratesto Imipenem
andCiprofloxacinthanotherantibioticswith/ ~ and/ ~ fesistanisolateshowever _ isolates
weresusceptibiléo Co-trimoxazoleandCeftazidime The high resistanrateamongst
Acinetobactebaumanniito carbgpenemss likely consequencef heavyempiricalusageof this
groupof antibiotics.

Conclusion: The high prevalencef antimicrobialresistancén the hospitalshighlightsthe need
for furtherinfectioncontrol programsFutureregionalepidemiologicablaa on antimicrobial
resistancgatternswill berequiredto implementstrict nationalantibiotic policiesto restrictthe
spreadf theseresistancdugs.

Keywords : Nosocomialnfection, Antimicrobial resistanceStaphylococcuaureus,
Pseudomonaaerugirsa,Acinetobactebaumannii
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Background and Aim : Thestudiesof WHO in variouspartsof theworld indicatesthatwithin _
to, _percentbof thehospitalizedpatientsgethospitalinfection,whereasn thelCU departmentsf
themoderncountriesherateof gettinginfectionis, _ andtherateisupto_ ~ in thedeveloping
countriesTheappearancef hospitalinfectioncan increaséwo timestherisk of death.Sincesuch
astudyontherateof hospitalizedoatientggettinginfectedh a s yetbdencarriedoutthis study
onthe explorationof therateandthetypesof hospitalinfectionin thetraumalCU departmentsf
kermani hospitalsvascarriedout.

Methods: Thisresearchs akind of descriptive analyticalandtemporalstudythatwascarried
outon all of thehospitalizedpatientsin thetraumalCU departmentsf Kermanihospitalsduring
thefirst half of/ _ ".Thecriterionof enteringthe populationof the studywasgettinghospitalized
for atleast  hoursattraumadepartmentsalsothe criterion of excludingthe studywasexistence
of symptomsof infectionor havingthe diseasethatcauseagettinginfected,at the beginningof
enteringthe departmentTo collectdatatwo questionnairesamely .Thequestionnairef
demographideatures .Thequestionnairef explorationof hospitalinfectionswasused.

Results: After collectingtheinformationusingSPSSsoftwaretheversion ~anddescriptive
statisticsthe datawasanalyzed Theresultsindicatedthatthelargestrate,” © ~andthebiggestpart
of thebacterigfactorwascausedy AsintobacterirrespiratoryinfectionStudyingthe blood
infection statusof the paientsthe biggestbacteriafactorwasKalbsilaandt wasobservedn™ ~

of the patientswhereasin the studyof urinateinfectionthelargestfactorof causingnfectionwas
Asinobactethatwasdetectedn/ ~ _of'thepatients.

Conclusion: Studyingthe hospitalizedoatientsattraumalCU departmenthe Kermanihospitals
it wasobservedhatmostof the patientggotrespiratoryinfectionthatwascausedy Asinobacter
thatwasin correlationwith theresultsof a similar studyconductedn anICU deparmnentof a
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Koreanhospitalconductedyy Yong thatthelargestinfection proportionappearedh the special
respiratorydepartmentsSincethe mostof the ICU patientsusethe Ventilator setthe predictionof
sucharesultsi s difficult. With regardof infectionrateexertingmorecareandcautionto avoid
appearancef infectionin ICU departmentseemsiecessaryKey words:rateof appearance,
hospitalinfection,ICU departments.

Keywords : rateof appearancéjospitalinfection,ICU departments
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Background and Aim : Theuseof a handsanitizerincludinganantiseptids the mostimportant
way to preventtransmissiorof infections.Antisepticsincluding chlorhexidinearemoreeffective
thanplain soap.In this studya newformulationof thechlorhexidine = % foamweredeveloped
andits antibacteriakffectswereevaluated.

Methods: DifferentformulationsincludingPEG ~ ,Nanoxyndl andGlycerolwereusedto
formulatechlorhexiding ~ _foam.Thebeg formulationwasselectedy thefoamvolume,
quality andresistancéime. ThefoamMIC andMBC againstStaphylococcuaureusATCC, |
Escherichiacoli ATCC, _ ° , Salmonellayphi ATCC/ , ~ , EnterecoccugeacalisATCC

. AndPseudomonaeruginosd&TCC, '  weredeterminedaccordingto CLSI
microdilutionmethod.The bacrtericidakeffectwereevaluatedy surveillanceafter, 4* 4/ |
' 4 » seconds.

Results: The optimumformulationconsistsof Polyethyleneglycol, = , Nanoxynol =, Coco
diethanolamide ', glycerol, “andChlorhexidineg ~ % confirmedthe British Pharmacopeia
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criteria. Thefoamshowedthe goodantibacteriakffectagainstall evaluatedacteriawith best
effectagainstS.A with theMIC andMBC valueequaltor ~ ~ ~ 4//7" /_/ sfespectivelyMIC
andMBC for E.coli. S.thyphimuriumE.fe,P.auwerer = » 1} 7 7 20T 7 7 42,7270 47
e T s A 42T 2/ 1F T /2 redpéctivelyWhile no micro organismwererecovered
after, ~second®f contactaccordingto RussellH.A., in PrinciplesandPracticeof Disinfection.

Conclusion: Theformulatedfoamshowedproperpharmaceuticapecificatiorwith good
antibacteriakffectagainsiselectedrganismssoit couldbe usedasanantiseptian absencef
water.

Keywords : chlorheidine, foam,handsanitizer.antiseptic
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Background and Aim : Polysaccharideaccinesareeffectivein individualsfrom abouttwo Years
of agebut, astheyelicit T-cell indepemlentimmunity, theyarenot effectivein youngerchildren.

In contrastpolysaccharidgroteinconjugatediavebeenshownto be highly immunogenidn
infantsandinduceT-cell dependenimmunity.Infact (N.M.A-CPS)elicit T-cell independent
immunity, this meanghatin immuneresponsenemorycellsd o rexistsoboosterdosed o e s n 6 t
haveanyeffectin arisingof immunelevel andantibodytiter sois not effectivein childrenyounger
thantwo yearsold andin infants. andfor destroyinghis problemsomeproteinsareusedasa
carrierto conjugatewith this polysaccharidén orderto activatehumeralandcellularimmune
responsandIn this studyrHbsAg proteinwasusedasa carrier.Infact (N.M.A-CPS)elicit T-cell
independenimmunity, this meanghatin immuneresponsenemorycellsd o rexistsobooster
dosed o e haveéamyeffectin arisingof immunelevel andantibodytiter sois not effectivein
childrenyoungerthantwo yearsold andin infants. andfor destroyingthis problemsomeproteins
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areusedasa carrierto conjugatewith this polysaccharidén orderto activatehumeralandcellular
immuneresponsandIn this studyrHbsAg proteinwasusedasa carrier.

Methods: In this studythe Neisserianeningitidistype A capsulapolysaccharid¢éN.M.A-CPS)
wasattachedo RecombinanHepatitisB antigen(rHbsAg) covalently.Neisseriameningitidistype
A (CSBPI,G-, | ).wascultivatedin, L of modified Frantzmediumin bioreactorandby adding
cetavlonto liquid culturethe polysaccharidevasprecipiated,andthenpurified by cold phenol
extraction,alcoholfractionationandultracentrifugedifferentiationmethod HbsAg proteinwas
providedby Pasteuinstituteof Iran. N.M.A-CPSwasconjugatedo rHbsAg proteinby usingof
ADH asaspacerandEDAC as alinker. Immunizationwasdone,choosing groupsof rabbits.
PureN.M.A-CPSandconjugatewereinjectedto groups and, , with a/ -daysinterval,
intramuscularlyThe bleedingwasperformedatdays ,/ ,_ ~. _andtitersof seraweremeasured
by Seum BactericidalAssay.

Results: Polysaccharidbactericidatiteronday/ - ~,and, _wasalmostidenticalandtherewas
noincreasen titer. But in thefirst injection of the conjugatehetiter wasmuchmore(abouttwice

of purified polysaccharidelnd in thesecondnjectionevenwasarisenupto numbery / 7 _

Conclusion: Resultdisplaythatconjugatecausemoreimmunity thanpureN.M.A-CPS,andcan
stimulatec e lirhnfusity. SorHbsAgcanactasanacceptablg@roteincarrierandconjugateof
N.M.A-CPSHbsAgcanbea candidatdor bivalentimmunogen.

Keywords : Neisserianeningitidistype A, conjugateN.M.A-CPSHbsAg, HepatitisB antigen,
SerumBactericidalAssay.
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Background and Aim : In this study,capabilityof constructedrectorcontainingtwo
mycobacterialmmunodaminanantigengMth, C-HBHA), in producingnewchimericprotein
onthein vitro conditionwasexamined.

Methods: In presenstudyHuh ~ cellswastransfectedvith Mth, C-HBHA i pCDNA, ~+/
recombinanvectorby usingthe calciumphosphatenethodandexpressiorof chimericprotein
wasassesselly RT-PCRandwesternblot methods.

Results: Recombinanvectorintroduceto HuH ~ cell andgeneratiorof recombinanMth, C-
HBHA proteinwasevaluatedy RT-PCR westerrblot methodsResultsof RT-PCRwesterrblot
showedexpressiorof genesof interestin this cell line.

Conclusion: this studyindicated the constructedrectorcanproducetwo highly immunogenic
antigenghatfusionof themtogethemakeschimeic antigenwith newtraits. Otherattemptsare
neededo evaluatespecificpropertiesf this newantigensuchasmolecularconformation
modellingandimmunologiccharacteristicin future studies

Keywords : PCR,geneantigen
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Background and Aim : Despitemanyeffortstuberculosistill remainsa greatobstaclelnfection
of onethird of world's populationandpoor efficacy of BCG vaccinemakenecessarjo preparea
newandmorereliableTB vaccine DNA vaccineis a promisingapproactthatopennewfield in
generatioreffectivetuberculosisraccine. Theaim of this studywasto evaluatecapableof a novel
DNA vaccineencodingMth, C-HBHA in inducingspecfic immuneresponseagainst\.
tuberculosis

Methods: In this studya plasmidDNA vaccineexpressing, C-HBHA fusionproteinwas
constructedndability of it in proteinexpressiowasexaminedoy RT-PCRandwesterrblot
method FemaleBALB/C micewerevaccinatedvith/ ~ &g of purified recombinantvectorin
orderto examinemmunogenicityandprotectiveefficacy of anewDNA vaccinein miceandthen
anumberof cytokineincludinglFN-o IL4 ,IL- ,IL/ ~andTGFb wereassessed.

Results: This studyshowedthatconstrictedDNA vaccineexpressfficiently thefusion protein
of Mth, C andHBHA in vitro conditionandcaninducehigh levelsof specificcytokinesin the
mice.All cytokinescomparedvith the controlgroupwereincreasedandstatisticallythe
differencesweresignificant( P ™~ J. IFN-2 productionin the groupthatreceivedvaccineplus
BCG comparedvith thosewho receivedonly vaccineandBCG increasedndtherewere
significantdifferencesn thelevelP / ~ ~ ~ /

Conclusion: Theinefficiencyof BCG vaccinein the controlof diseasénighlightsthe necessity
for the designanddevelopmenof newvaccinesMth, Cis acomponentf Culturefiltrate
proteins(CFP)of M. tuberculosisandhasa serineproteasectivity. HBHA is anessential
virulencefactorrequiredfor theinfecton of lung epithelialcellsandextrapulmonary
disseminatiorof mycobacteriumeExperimentakvaluationdavealreadyshownthattheseproteins
arestrongactivatorof T-cell proliferationandIFN-2 production.In this studyimmunogenicityof
this newchimericDNA vaccinealoneandin combinationwith BCG wasconfirm. Usingthis DNA
vaccineafterBCG vaccinationleadsto productionhigheramountof IFN-o thatcanbe consideras
aboostewvaccine

Keywords : M. tuberculosisisBALB/C, DNA vaccine BCG
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asymptomatic bacteriuria

SubmissionAuthor: MohsenTabasi

MohsenTabasi, MohammadRezaAsadiKaram, Mehri Habibj , SaeidBouzari

I, MolecularBiology Unit, Pasteuinstituteof Iran, Tehran
MolecularBiology Unit, Pasteutnstituteof Iran, Tehran
MolecularBiology Unit, Pasteutnstituteof Iran, Tehran
MolecularBiology Unit, Pasteutnstituteof Iran, Tehran

Background and Aim : Urinary tractinfections(UTIs) causedy Uropathogenid&Escherichiacoli
(UPEC)areconsideredo bethe mostcommonbacerial infection. Toxins play animportantrole
in avarietyof UPECmediateddiseaseandUTI symptomsThreetoxinsassociateavith UPEC
isolatesare -hemolysin(hlyA), cytotoxicnecrotizingfactortype/ (cnf ) andcytolethal
distendingtoxin (cdtB).

Methods: A totalof/ _ UPECisolatesfrom patientswith differentclinical typesof UTI were
studied Patientsverehospitalizedr visitedthe emergene roomof Tehranhospitalsbetween
March, ~ /andFebruary ~ /. Thepresencef_  genesncodingoxins(hlyA, cnf andcdtB)
assesselly useof Polymeras€ChainReaction(PCR)method.

Results: All isolateswerecollectedfrom/ ~ .,  and, /patientswith cystitis, pyelonephritisand
asymptomatidacteriuria(ABU), respectivelyThefrequencyof hlyA andcnf geneswere,
(~ ")and ’‘( * 7),althoughcdtBwasnotdetectecamongtheisolatesin general,
pyelonephritigsolatesweremorevirulentthan cystitisandABU isolatesMoreover,hlyA was
significantlymorefrequentamongthe pyelonephritigsolatesthanin cystitisandABU isolates
P= " )./

Conclusion: Ourresultsin accordancevith otherstudiesindicatedthat UPECisolatedfrom
patientswith pyelonephritisandcystitis casesveremoreassociatedvith toxin activitieswhen
comparedo asymptomatidacteriuriacaseg{P> ~ ). In addition,in agreemenivith the other
studies someurovirulencemarkerssuchashlyA werecloselyassociateavith a specific
anatomicakite of infection. Generally investigationof the bacterialpathogenicityassociatedvith
UTI maycontributeto a bettermedicalintervention.

Keywords : Toxins,UropathogenicEscherich@li (UPEC),Cystitis, Pyelonephritis,
Asymptomaticbacteriuria
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Background and Aim : Helicobactepylori is a Gramnegativebacteriumthatis associatedvith
atrophicgastitis, pepticulcer,andgastriccancer Severaktudieshavedetectedhis bacteriumin
theoral cavity, suggestingt asa potentialreservoir.Theaim of this studywasto investigatethe
presencef H. pylori andits virulencegenotypesn the dentalplaquesof patientswith chronic
periodontitisin anlranianpopulation.

Methods: A hundredndividualsweredividedin, groups; ~patientswith chronicperiodontitis
(casegroup),and. ~subjectdn nonperiodontitis(controlgroup).Supragingivahndsuogingival
plaguesamplesverecollectedfrom theindividualsusingwoodwedgesandsterile paperpoints,
respectivelyandpreparedor PCRanalysis.

Results: Totally, H. pylori DNA wasdetectedn_ outof/ ~ ¢ ) dentalplaquesOf_ dental
plaguespostive for H. pylori, cagAgenewasdetectedn_ specimens, in periodontitisgroup
andonein nonperiodontitisgroup.TheH. pylorivacAg m'  genotypewvaspredominantly
detectedn, /samplesThebabA genewasdetectedn all ( /) H. pylori-positivedentalplaques.
Therewasno significantcorrelationbetweerthe presencef H. pylori genotypegrom dental
plaguesandchronicperiodontitis(P >, = ). _

Conclusion: Ourresultsrevealedhattherateof H. pylori is verylow in the dentalplaquesof
Iranian patientswith chronicperiodontitis.Our resultsalsoshowedthatthe majority of H. pylori
strainsfrom oral cavity werehighly virulentbasedn themainclinically virulencefactorsthey
carried.

Keywords : Helicobactempylori, Chronicperiodontits, VirulencegenotypesDentalplaque,PCR
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Background and Aim : Klebsiellapneumoniaés oneof KlebsiellaspeciesK.pneumoniaés one
of themostimportantbacteriacausingnosocomialnfections,which threatengpublic healthand
leadsto increasecdhospitalcostsandmortality rate. The purposeof this studywasto determineof
antibioticresistancgatternof K.pneumoniaén nosocomialnfections.

Methods: This studywasperformedon_ /samplesof K.pneumoniaésolatesrom_ ~ patients
in threeunitsof the hospitalin nine months Antibiotic resistancef K.pneumoniag¢o/
antibioticswasperformedby Kirby Bauerdisk diffusion method.

Results: Thefrequencyof K.pneumoniaamong ~ sampIeSNasdetermined /caseq ~ 7 ). / ’
Themostnumbe of K.pneumoniaavereisolatedfrom theinfectious( ~ ~ j}, sufgery(, . 7),
andCCU( _ 7)’units,respectivelyThefrequencyof K.pneumoniaebasecbnthesourceof
infectionfor urinewas,  caseg, . ~ ), spatum ‘( _ 7 ),stool" ( / 7 ), wound,

( © ).blood (™ ), ahdcerebrospinaﬂluid/ ¢ ). K.pneumoniagesistancéo antibiotics
mcluded ceftrlaxone( ~ ), ciprofloxacin( ~ ~ ), efloxacin( * ~ ), cefotaxime

( 7 ), nalidixic aud( 7 ), nitfofurantoin(. * ~ ), aztreonanf , ~ ),/
ampicillin/sulbactan{ ~ ~ ), ticarcillin( _ ™ ), cefeplme(, ), collstln(, “ ).
gentamlcw(, "), a2|thromycm(, /- )) po[ymyxmBL - ) plperacnlln/tazobactam

( ° ~ ), aniikacin¢ _ ~ ), imipenem( ~ ) andmeropenenf, ~ %).
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Conclusion: Meropenemandimipenemwith lowestresistancaverethe mosteffectiveantibiotics
againsK.pneumoniaeCeftriaxone andciprofloxacinantibiotic havethelowesteffecton the
treatmenbf K.pneumoniaénfections.

Keywords : KlebsiellapneumoniaeAntibiotic ResistanceNosocomialnfections
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Background and Aim : Leptospirais belongedo phylumspirochaetesyhich caused
leptospirosigliseasel eptospirosiss a zoonoticdiseaewith highly variablesymptomsThe
purposeof the studywasthe determinatiorof the serologicaincidenceof Leptospiraserovars
amongrice farmersin Veysian,Lorestanprovince.

Methods:, ~ ricefarmersof Veysianweresamplectlinicallyin, ~ /. Bloodsamplesvere
transferedo thelaboratoryfor detectionof antibody.After serumseparationthe serawere
transferredo - ~ @until testtime. The samplesvereexaminedoy the MicroscopicAgglutination
Test(MAT) method Antigenstestednclude:L.australis,L.grippotyphosal..hardjo,
L.icterohaemorrhagiaé..canicola,andL.PomonaThefinal dilution of leptospiralinfectionwas
determinedby/ : b » _ and :  dilutions.
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Results:” ssampleq, - )'werepositiveamong ~ gerumsamplesn/ : / dilution. Two
serovarsverereactedoositiveby MAT resultsamongsix antigens Samplesverepositivereacted
by, ( . ~ )L, drippotyphosand (. * ~ ) L.canicolaantigensTheinfectionratewas

.~ formalesand / for femalesThehighestandthelowestfrequencyof positivesamples
wererelatedto above ,yearsand, /-, ~yeargroupsrespectivelyP valueaccordingo gender
was "«

Conclusion: Leptospirosigliseaseés commonamongrice farmers,andto preventthe spreacof
this diseasehealth andsafty shouldbe developedThereis a significantcorrelationbetween
leptospiralinfectionandgendebasecn statisticalanalysis.

Keywords : MAT, Leptospiral eptospirosisVeysian

Count:; /
AbstractlD:/ » * ~
PresentationType: Poster

Serotyping and antibiotic susceptibility pattern of commonbacterial
uropathogensin urinary tract infectionsin Koohdasht hospital

SubmissionAuthor: SajadBabakhani

SajadBabakhani, AmraeeSiavash, HashemiKaroueiSeyedviasoud, BabakhanBSajad,
KazemiMohammadJavad

. MSc of Microbiology, Departmenbf Biology, AshkezamBranch,Islamic Azad University, Ashkezarran,
Phone+ ™ " _ , _ Fax¥ ", _  ~ Email:s_babakhani_s@yahoo.com
MSc of Mlcroblology, Departmenof Blology, AshkezaBranch,Islamic Azad University, Ashkezar|ran
AssistantProfessorPepartmenbdf biology, BabolBranch,Islamic Azad University, Babol, Iran
MSc of Microbiology, Departmenbf Biology, AshkezaBranch,Islamic Azad University, AshkezarJran
PhD, Departmentof Biology, AshkezamBranch,Islamic Azad University, AshkezarJran

Background and Aim : Oneof the mostcommondisease theworld is urinarytractinfection
(UTI). Themainagentsausingtheseinfectionsarebacteria.The purpose®f this studywerethe
determinatiorof uropathogensausedJTIs, Serotyping andantibiotic susceptibilitythe most
commonbacteria.

Methods: Thestudywasperformedon, ~ drinesample<ollectedfrom patientsreferredto
KoohdashtmamKhomeinihospitalin Lorestarprovincein, ~ /. After samplesultureandthe
determinatiorof uropathogensantibiotic susceptibilitytestwasperformedby Kirby-Bauerdisk
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diffusion method.Serotypingwasperformedfor the mostcommonuropathogenby polyvalent
andmonovalengntisera.

Results: Of the, ~ samples, /sampleg ~ ~ ) werepositive.Amongthese, ' samples

('~ 7 )wererelatedto Gramnegativeand ¢ ~ ~ ) for grampositivebacteriaTherateof
UTlinfemales( _ ~ ) wasmorethanmales{ * ~ ). E.coliwith__ positivesamples

( . 7 ), Proteusspecieswith’ caseq / ~ ), Staphylococcuspidermidiswith® cases

(¢ / "), Citrobacterspeciesith . case{ ~ | )sStaphylococcuaureuswith_ case{ ~ )/ °
andKlebsiellaspeciesvith | caseg, ~ ') wérethemostcommonbacteriacausingUTl,

RespectivelyThe mostresistancavasto trimethoprim/sulfamethoxazokndthe lowestto
ampicillin, ciprofloxacin,andnitrofurantoin.CommonuropathogemvasEscherichiacoli and

commonserotypesvereQ _ :K “andQ _K// respectively.

>

Conclusion: Thetreatmenbf UTls andresistance&ontrolin bacteriasshouldbe donebasedn
commonstrainsandchoosingan effectiveantibiotic.

Keywords : Urinary TractInfection,UropathogenAntibiotic Susceptibility,Serotyping
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Background and Aim : Methicillin-resistantStaphylococcuaureug§MRSA) continuego bea
major causeof nosocomialnfections.Methicillin resistancén S.aureuss causedy acquisition
of mecAgenelocatedon a mobile geneticelement{MGE) calledthe staphylococcatassette
chromosomé€SCC).MRSA isolatesknownastheir antibioticresistancaatureandantimicrobial
resistancés generallyconsideredsa selectivefactorfor clinical outcomeof MRSA. But,
adherencability via biofilm producecdby S. aureusmadesituationfar worseandmayled to more
treatmenfailure of MRSA infectionsandestablishpersisteninfectionsamonghospitalized
patients Theaimsof the presenstudywereto evaluaé the presencef predominanSCCmedype
andthe prevalencef biofilm producingMRSA isolatedfrom clinical specimens.

Methods : This crosssectionaktudywasperformedonatotalof/ , MRSA isolatesobtained
from clinical specimensluring, ~ /- ,~ /fromtwo majorhospitalsof Shiraz,Southwestlran.
Biofilm producingisolatesweredetectedisingCongoredagar(CRA) method BacterialDNA
wasextractedusingthe smaltscalephenolchloroformextractionmethodandusedasPCR
templatedor theassignedaturrentSCCmedypes.

Results: Theresultsof CRA platesshowedthatof MRSA isolates, ‘(. , ~)’produceddlack
coloniesandsubsequentlyereconsideredisbiofilm producingisolates AssignedSCCmedypes
by PCRrevealedSCCmedype| whichwasthepredominantypewith “sample§. ),
followed by SCCmedypesill, lIl, andIV,, "¢ * ~),/ “( |/ “)and ( ~ ), respectively.
SCCmedypelV isolateswereprevalenbiofilm producingisolates{ / ) ‘andfollowed by
SCCmedypelll, I andll with_ 206,  ~ and, . ", respectively.

Conclusion: Thefrequencyof isolatescontainingtypel in the currentstudycanindicatean
emergencef this SCCmedypein the studiedmedicalcentersAlso, high rateof biofilm formation
amongSCCmedypelV isolatessuggestheir potentialrole for establishinga persistentnfection

in the hospitalsettings.

Keywords : Methicillin-resistanStaphylococcuaureu§fMRSA), Staphylococcatassette
chromosomenec(SCCmec)Biofilm formation,Congoredagar(CRA)
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Background and Aim : Urinary tractinfectionis oneof the mostcommoninfectionsdiseases
which physicianencountett, typically. iroN is oneof themostimportantresonatogenesof this
diseasavhich hasrole asencodingproteinof siderphorgeceptorin the outermembranehatplays
arolein theabsorptiorof iroN siderphoreThe aim of this studyis to evaluatethe prevalencef
iroN geneto provideaway to managedealwith bacteriacarryingthegene.

Methods:" _samplesveretakenfrom patientsn Haft-e-Tir hospitalof Doroudandaftertesting
microbialandbiochemicatestsare_ /standardsolatedE.Coli wasdetectedvhich, ,samples
werefemale{ )’of themalesand "aboutagainstwith(, , ) respectivelyDNA extractionwas
doneusingGramNegative bacteriakit. Ampliconsizewas™ ™ bp.

Results: Of the_ isolatedE.Colibacteria/ _isolates( ~ YhadiroN gene, isolatesn men
( )and risolatesn women( .~ )‘carryingthegene.

Conclusion: The prevalenceof genewashigh. Severarepots shownthat, thereis anantiproduct
antibodycodedby iroN genethatis thereasorfor existencenf antigenicprotein.lt is essentiathat
vaccinego be madeof iroN, basedon proteinor native(endemicyene.

Keywords : E.Coli, UTI, iroN gene
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Background and Aim : Enterococcaregrampositivecoccithatcansurvivein the gastrointestinal
tract,the oral cavity andthe vaginaandhavea significantrole in food andclinical
microbiology.Theaim of this presenstudywasto evaluatehe artimicrobial activity in
Entrococcalsolatesobtainedrom humannormalflora in vitro.

Methods: A totalof® /Enterococcaisolatesobtainedfrom fecalsampleswerecollectedfrom
., healthyvolunteersBriefly,eachsamplewereserially dilutedin phosgphatebufferedsaline
(PBS)andwereplatedin M-Enterococcusgarandincubatecat, ' Clovernight. Twentyfour
colonywererandomlypickedandwereidentifiedby PCRusingspeciesspecificprimer.Themost
strainsbelongedo the specie€nterococcusaecium. Theantagonisti@ctivity wastestedagainst
someof intestinalpathogersuchasSalmonellayphi, Escherichiacoli,Shigellafelexeneri,ETEC,
EPECandEAEC.

Results: Varying levelsof antimicrobialeffectwasseeno variouspathogensMost of theisolaes
showedantagonistieffectsagainstSalmonellayphi ( ~ ~),Shigellafelexeneri
( . 7),Escherichizoli( ~ ),ETEC(, ~ ),EPEC( ~ _)andEAEC( ™ 7). -

Conclusion: This datasuggestethatthe humanflora havepotentialantibacteriakffectagaing
gastrointestingbathogerSalmonellatyphi,ShigelléelexeneriandEAEC.

Keywords : Enterococcugaecium,Antimicrobiakctivity, Intestinalpathogen
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., - M.D, Ardabil provinceHealthCenter Ardabil, Iran

Background and Aim : Hospitatacquiredinfections(HAI) or nosocomiainfectionsarediseases
thatdueto increasingesistancéo commondrugsmanyeffortshavebeenmadeto treatandcontrol
them:;for this purposenowadaysnedicinalplantshavebeenconsideredHence,in the present
studyessentiabils of local MenthapulegiumandGlycyrrhizaglabrain Ardabil, Iran, were
selectedo investigatethe antimicrobialeffectsof themon StaphylococcuaureusATCC/ |, | /
andPseudomonaseruginos®ATCC ° , astwo commonagentsof nosocomialnfections;to
providethe solutionwith the lowestsideeffectsto controlor treat

Methods: BHI brothandBlood agarmediumswereusedto recoveryandpurity of the bacteria.
The chemicalcompositionof the Hydro-distilled essentiabils wereanalyzedby GC andGC/MS
systemandthe antimicrobialactivitiesweretestedusingwell-diffusion assayandMIC andMBC
valueswereestimatedaccordingo the Micro-dilution method.

Results: Theanalysisof M. pulegiumoil showedhepresencef,  compoundsmostlyCineol

( .~ ), Ménthoforan{ / ~ )andPulegond, / ~ ) &ndG. glabraoil contained ,
compoundstainly Geranylhexanolatg , ~ ), Isofenchor{ , ~ ), >-térpineng/ / ~ ) and
Estragole] ~ ~ ). Theeffectsof essentiabils on staphylococcusveremorethanpseudomonas
remarkably;maybebecausef thetype of cell wall, grampositiveor negative.

Conclusion: Accordingto theresults,essentiabils esgecially, M. pulegiumareableto replace
by chemicalpreservativein food anddrugsindustriesaswell astheyalsocanbeinvestigaten
otherpathogenso find usefulsolutionsto overcomethem

Keywords : Essentiabil, Menthapulegium,Glycyrrhizaglabra, Staphylococcuaureus,
Pseudomonaaeruginosairdabil, Iran
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I . MSC of microbiologyDepartmenbf Microbiology, ShahrekordBranch,Islamic Azad University, Iran

Background and Aim : S.aureuss oneof theimportantetiology of contagiousnfectionsin
communityandhospitalwith capabilityto createvariousantibioticresistancelnfectionscaused
by this bacteriumaretreatedmainly with methicillin or aminoglycosidethatincreaseesistance
patternall overtheworld. This studywasconductedo trackthe anibiotic resistancg@atternand
developmultiplex PCRassayfor detectionof S.aureusesistancgenesn burnpatientsn Esfahan
hospitals.

Methods:/ , $.aureussolateswereobtainedfrom burnsamplesbasedn standard
bacteriologicaproceduraletecedfrom burnpatientshospitalizedn burncenterof Esfahan.
Antibiotic resistancatternwasdeterminedisingdick diffusion method Multiplex-PCRwas
carriedout for detectionof mecA,tetK, ermA, ermC,tetM, aacAD, linA andmsrA.

Results: Antibiotic resistancgatternwith disk diffusion methodshowhigh resistanceo
penicillin( _ ), methicillin ( ~ ~),ciprofloxacin( " ~), andlow resistancevasfor
treatmentvith vancomycin( ~ ) andnitrofurantoin( ~ ). Molecularinvestigationshowthis
frequencyfor genesmecA( / 7). tetK( , 7).efrmA( / 7).efmC( © 7),tetM( _ ),
aacAD ( * "), lidA ( * “)andmsrA( / 7). °

Conclusion: This studyshowhigh antibiotic resistanceatesespeciallymethicillin resistancén
S.aureussolatedfromburnpatientslt is recommendetb limit antibioticuseswithout
prescriptionor in unnecessargasesises.

Keywords : S.aureus Antibiotic resistanceburnpatients Esfaharhospitals
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Background and Aim : Coagulasaegativeandmethicillin resistanStaphylococcspecifically
Staphylococcuspidermidisis oneof theimportantcause®f nosocomialnfections.In addition,
mostof thesesolatesshow multi-resistanceo a numberof otherantibioticsincluding b-lactams.
In this study,methicillin resistancgatternwascomparedvith the presencef methicillin
resistancgene(mecAgene)amongtheisolateshatdetectedrom urinarytractinfectionsin
hospitalizedoatientsn Esfaharhospitals.

Methods:/  elinical isolatescollectedfrom_ hospitalsn Esfaharthattestedfor antibiotic
susceptibilityusingdiscdiffusion andminimalinhibitory concentration§MIC) which measured.
For meticillin resistancaisingthe brothmicro dilution assayPresencef the mecAgenein the
clinical isolateswasdetectedisingspecificprimersandPCR.

Results: Antibiotic resistancgatternshowthatthe highestresistancevasin treatmentvith
methicillin ¢ _ 7)_pénicillin ( , ~)/Aanderythromycin( ™), therewereno resistancdor
vancomycinandlinezolid. PCRmethodshow' * ~ frequencyfor mecAin detectedsolates.

Conclusion: This studyshowhigh antibioticresistanceatesespeciallymethicillin resistancén
S.epidermidissolatedfrom urinarytractinfectionfrom patientsin Esfaharhospitalsit is
recommendetb limit antibioticuseswithout prescriptionor in unnecessargasesises.

Keywords : Staphylococcuspidermidis Meticillin Resistant urinarytractinfection, Esfahan
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Evalution of Healing and Anti -bacterial Effects of Aloe Vera , Myrtus
Communis Extracts on Staphylococcusaureus Skin Infection in animal
model

SubmissionAuthor: NarminJavar

NarminJavar, RezaShapoori

I Departmenbf Microbiology,ZanjanBranch, IslamicAzad University, Zanjan, Iran
. . Departmenbf Microbiology,ZanjarBranch,IslamicAzad University,Zanjan,Iran

Background and Aim : Staphylococcuaureusds oneof themostimportantcause®f skin
infections.Theesistancef this bacteriumto antibioticsis increasingeveryday,thushe present
studywasto find newantimicrobialdrugshealingeffectscanbe necessary.Studidmveshown
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thatthe ethanolicandaqueouxtractsof Aloe veraandMyrtus communiscanpreventthe growth
of S.aureus.Inhis study,theeffectsof Aloe veraandMyrtus communisinvestigatedagainstskin
infectiondueS.aureusn animalmodel.

Methods: Firstthe ethanolicandaqueougxtractsof Aloe vera,Mayrtuscommuniswvere
prepared.Determinatiahe MIC andMBC by brothmacrodilutionmethodwasperformed.Then
thesynergisticeffectsof extractsweredone,andthe extractsointmentformulatiedwith eucerin.
The producedintmentevaluatedor conditionof woundhealingin animalmodelthatinfected
with S.aureus,daily.

Results: Theresultshowedhatthe grouptreatedwith ethanolicandaqueougxtractof Myrtus
communishadthe greatestmpacton woundhealing,andethanolicandaqueou®xtractof Aloe
veraplay importantrole in woundhealing.Also MIC andMBC resultshowedthatthe
antimicrobialeffectsof ethanolicextractmyrtuscommunisnuchmoreof the antimicrobialeffect
of theaqueou®xtract.andethanolicextractof Aloe verain therangeof/ : to/ : dilution showed
inhibition zone.Alsotwo extract Aloe veraandMyrtus communisextractsshownsynergistic
effect.

Conclusion: Theresultshowedhatthe Myrtus communisandAloe veraextractscanbe usedin
healinskininfection causedy s.aureus

Keywords : Staphylococcuaureus,Aloevera, Myrtuscommunis,skinnfection, Wound
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Background and Aim : Theskininfectedwoundcausé by staphylococcuaureusarevery
epidemicin society,andthesekind woundratetreatmenin effectiveto alleviatethe patient,a
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sorrow.Also,becausef theresistanc®f the bacteria,applyingthe herbaldrugswith less
complicationto treatthewound hasattracted-esearcherattenationon otherhand,evidenceshow
thatutilizing the Althaeaofficinalis andChamaemelumobileto treatthe skin woundis very
effective.In this study, the effectof ethanolicandaqueouxtractsof Althaeaofficinalis and
Chamaemelumobileinvestigatedskin infectiondues.aureusn animalmodel.

Methods: Firstthe ethanolicandaqueougxtractsof Althaeaofficinalis andChamaemelum
nobile ,wereprepared.Determinatiathe MIC andMBC by brothmacrodilutionmethal was
performedThenthe synergisticeffectsof the extractsweredone.BALBIc mice( _ weeks)was
usedin thisinvestigationthenawoundwith_ cmlengthwasmadeon the dorsalskinandwas
treatedby eucerinandwaterextracts, ucerinandalcoholicextractsobtainedfrom Althaea
officinalis andChamaemelumobile for/ /days.

Results: Theresultshowedhatthe goruptreatedwith ethanolicandaqueouxtractsof Althaea
officinalis ,hadthe greatestmpacton woundhealing, andits effectsbetterthanChamaemelum
nobile,reported.AlsaMIC andMBC resultshowedthatthe antimicrobialeffectsof ethanolic
extractChamaemelumobile muchmorethanthe antimicrobialeffectof theaqueougxtract.And
ethanolicextractAlthaeaofficinalis in therangeof/ :to/ :and : dilution showednhibition
zone,andhlsotwo extractsAlthaeaofficinals and Chamaemelumobile extractsshownsynergistic
effect.

Conclusion: Theresultshowedhatthe extractsof Althaeaofficinalis andChamaemelumobile
canbeusedin healingskininfectioncausedy s.aureus.

Keywords : Staphylococcus aureus,Althaea officinalis ,Chamaemelum nobile ,skin
infection,Wound
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, - associatgrofessor Departmenbf BacteriologyFacultyof Medicalscience, TarbiatlodaresUniversity

Background and Aim : BackgroundStaphylococcuaurus(S.aureusjs animportantcauseof
nosocomiabndcommunityacquirednfections.Resistancéo methicillin causedy MRSA strains
in hospitalsettingandin the communityis a seriousthreatto patients.The aim of this studywas

to assesshe prevaleceof communityacquiredmethicillin-resistantS.aureugCA-MRSA)
isolatesandantibioticresistanceatternof S.aureussolatedfrom CommunityAcquiredin
Lugmanhospitalof Tehran.

Methods: Methods:The studywasconductedromjuly, ~ /tQjuly, ~ /. Communityacquired
methicillin-resistanS. aureug CA-MRSA) isolatescollectedfrom outpatientsandinpatients
samplesvereisolatedin lessthan,  hours.Antibiotic resistanceatternof CA-MRSA andCA-
MSSA strainswasperformedby disk diffusion method. The presencef themecAgenewas
confirmedby the polymerasehainreaction(PCR).

Results: ResultsThe prevalenceof communityacquiredStaphylococcuaureus / , ¢ /)
andtheprevalencef CA-MRSA' / ( _ /) wereobservedTheantibioticsusceptibility
testingof CA-MSSA isolatesshowedthatthe highestsensitivityregardingto antibioticswasfor
gentamicin( ~ /) _rifampin( ), trimethoprimsulfamethoxazolé¢ "), linezolid( , )’, and
thelowestsensitivityto antibioticswererespectiely againsterythromycin( ~ ), clindamycin

( ), tetracyclingl ~ ). Theantibioticsusceptibilitytestingof CA-MRSA isolatesshowedthat
the highestsensitivityregardingto antibioticswasfor linezolid ( ~ ), trimethoprim
sulfamethoxazolé ° ); gentamicinandrifampin( _ )‘andthelowestsensitivityto antibiotics
wereagainstetracycling(, _ ), erythromycin_clindamycinandciprofloxacin(, * ).

-

Conclusion: ConclusionTheresultsindicatethat CA-MRSA infectionshavebeenincreasingn
this hospitaland CA-MRSA isolatesveremoreresistanto mosttestedantibioticthan CA-MSSA.
Resistancéo tetracycline erythromycinandclindamycinwerealsohigh amongCA-MRSA
ioslates.

Keywords : Staphylococcuaureuscommunityacquiredmethicillin-resistanS.aureugCA-
MRSA), mecAgene
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Background and Aim : Many effortshavebeenmadein developingvaccineagainstHelycobacter
pylori duringthelastyears.Thereis no vaccineavailableagainstH. pylori yet H. pylori FlaA is
themajorimmunogenigroteinandstructuralsubunitof theflagellarfilament,andNapA s the
virulencefactor stimulatinghumanneutrophils Both NapA andFlaA proteinsareableto highly
induceimmuneresponseagainstH. pylori. In this regard,we reporta newproceduréasedn
constructiorandexpressiorof Nap-FlaA fusion proteinof H. pylori asa promisingprospect.

Methods: ThenapAandflaA genef H. pylori ATCC, * * wereamplifiedby PCR.The
amplifiedfragmentswvereclonedinto pET, a(+) vectorafterthe enzymatiadigestion.The
expressiorvectorpET  a(+)wastransformednto E. coli BL, /(DE, ) by cold calciumchloride
shockmethod.The recombinanplasmidwasverified by PCR,enzymatiadigestionand
sequencingnethodsTherecombinanfusionproteinwasexpressedh E. coli cellsby induction
with IPTG andwasrevealedby SDSPAGE. Therecombinanproteinwaspurified usingNi-NTA
agaroseolumnandfinally, wasconfirmedby Westerrblot analysis.

Results: PCRamplification of napAandflaA genesesultedn ampliconsof, _ bpand _ _bp,
respectivelyPCRandenzymatiadigestionmethodsconfirmedthe procesof cloning. The
recombinanfusionproteinwith® * aminoacidswasexpressedh E. coli cellswith significant
yield. SDSPAGErevealed <kDa proteinbandon polyacrylamidegel andWesternblot
confirmedthefusion proteinusingpolyclonalrabbitantibodies.

Conclusion: In this study,we successfullyestablishe recombinanprokaryoticexpression
systemfor H. pylori NapA-FlaA fusion protein.Both antigenshasbeensuggeste@dspotential
candidatealoneor in acombinationfor H. pylori vaccine.Our studyis a newproceduren H.
pylori vaccineinvestigatiorwhich hasbeennotreportedup to now. Furtherstudies arerequired
to assaymmunogenicityin animalmodels.
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Background and Aim : Vibrio choleaeis aninfectiousagentcalledcholera.This bacteriumhas
differentserogroupbputQ andO/ _ areresponsiblehe mostcholeragpandemictases
worldwide. Fortyping therearedifferentmoleculartechniquesuchribotyping, PCRRFLP, RS
PCR(ribosonal genespaceiPCR)andERIC-PCR (Enterobacterialepetitiveintergenic
consensuBPCR).Aim of this studywasto compareRS- andERIC-PCRpatternsn V. cholerae
strainsisolatedfrom Iranduring, ~ /tq, ~ /.

Methods: Fromtotal of sendspecimenso labaratory, V. choleraestrainswereisolatedusing
biochemicalandmolecularntests After extractionof DNA by boiling method the ERIC-PCRand
RS-PCRwerecarriedoutwith specificprimers.

Results: Comparisorof isolateswith ERIC-PCRassayindicatedthat, strainshavehomogenous
bandingprofilesfrom  _ bpto/ » bp../ » rahd | ~ strainsfrom. ~ /and ~ /outbreaks
respectivelyshowedequallyacommonERIC-PCRfingerprinttype.Our resultsin RSPCR
methodalsouniformly determineda singlefingerprint type consistingof . bandsrangedirom

_ 7 bpto/ ~ Apfor/ ~, ,of isolates.

Conclusion: This studyshowedthatthe clonality of isolatesfrom, ~ /and .~ /outbreaksn
Iran andemphasizesn the primaryapplicationof the ERIC-PCRto differentiatebetweerv.
choleradsolatesandhelpsfor epidemiologicalnvestigationsaandsourcetrackingevaluations.

Keywords : Vibrio choleragRSPCR,ERICPCR,typing
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Background and Aim : Vibrio cholerads agramnegativebacteriumandcauses severevatery
diarrheacalledcholera.Therearedifferentmoleculartechniquesuchasribotyping, PCRRFLP
andERIC-PCRfor typing anddetectingof genetc diversityof bacterialn ribotyping methodused
from specificprobesandenzymeghathashigh sensitivityandspecificity. The aim of studywas

to determinemoleculartyping andgenomicvariationof V. choleraestrainsisolatedfrom patients
in Iran.

M ethods: This studycarriedouton, clinical strainswereisolatedfrom, ~ /tgo, ~» /and
confirmedwith biochemicalandmoleculartests.Specificprobeswveredesignedn/ 'S, SrRNA
spaceregion.Digestedwhole-cell DNA with bgll restrictionenzymeandwaselectrophoresedn
I "agaroseayel. Thencreatedragmentsveretransferredo nylon membranestinally,
hybridizationprocesswith the probeswasperformedn properconditions.

Results: Ourfindingsshoweda singledominantribotypeamong ° ~ of isolatesobtainedfrom
. » [outbreakTheremainingisolates , ") showedasinglecommontype. from, ~ / |
outbreakisolatesshowed differentpatternsand . ~ uniformly showeda commonribotype
identicalto, ~ /dominanttype.

Conclusion: Our resultsprovidedthatmoststrainshavea singlesourceclonality of isolatesfrom
. » land ~ [/ outbreaksandcanmonitortheevolutionarygeneticdiversityin V. cholerae
epidemicisolates Finally, we suggesthatthis methodis ableto detectnewgenotype®of bacteria
in sourcetrackingpurposes.

Keywords : Vibrio choleraeribotyping,typing
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Background and Aim : Klebsiellapneumoniaés oneof the mostimportantfactorscausing
hospitalinfections.Sinceextendedspectruncephalosporinareoftenusedto treatthese
infections,resistancéo antimicrobialagentshasincreasedb-lactamaseareableto hydrolysethe
b-lactamring of manyantibioticsandinactivethem.The geneghatencodedxtendeespectrum
b-lactamaseareusuallylocatedon the plasmidandtheyareableto transferto otherbacteriaThe
aim of this studywasto determingohenotypicandmolecularcharacterizatioof extended
spectrunb-Lactamas@roducedby Klebsiellapneumoniasstrainsisolatedfrom urine samples
collectedfrom ShahidSadoughuniversityhospitals.

Methods: In this descriptivesectionaktudy, from December ~ /tg August ~ /,”, _isolatesof
Klebsiellapneumoniaaverecollectedfrom hospitalizedpatientswith urinarytractinfectionsand
identified by biochemicakests. Antimicrobial susceptibilitytestwasevaluatedy standardlisk
diffusion method(Kirby-Bauer)thathasbeenrecommendedtly the CLSI. MIC of ceftazidimewas
determinedy E.testmethod.The confirmatorycombinationdisk testwasusedto characterizehe
presencef ESBLs.Detectionof blaTEM, blaSHVandblaCTX-M wereanalyzedby multiplex
PCRandDNA sequencing.

Results: the highestrateof resistancavasbelongedo amoxicillin ( ~ ) andcefotaxime

( . 7)reSpectivelyandthelowestrateof resistancevasfor meropenenf, ~ ) andertapenem
(™ }1,( 1 7)isolateswereidentifiedasESBL producersblaTEM, blaSHV andblaCTX-M
weredetectedn/ /(¢ * 7)),/ ,( / 7)J .( ! 7).isOlatesrespectively.
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Conclusion: Theresultsof this studyshowthe high prevalencef antibioticresistanceandESBLs
production.Soit is necessarjor screeningdf ESBLsin clinical samplesy laboratory.

Keywords : KlebsiellapneumoniaeESBLs,Multiplex PCR
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Background and Aim : Klebsiellapnaumoniaes an opportunistigpathogerthatcausesirinary
tractInfection (UTI), intraaabdominainfectionandpneumonidn patientswith weakenedmmune
systemr underlyingdiseasesSeveraktudieshaveshownthattheindiscriminateandirregular
useof antibioticscancauseantibioticresistanceAntimicrobial resistancdiasbeenintroducedas
oneof the mostimportantglobal healthrisks by the World HealthOrganizatio(WHO). Dueto
theincreasingesistanc®f pathogenso antibiotics,antibioticresstancepatternsof Klebsiella
pneumoniastrainsisolatedfrom urine sampleshavebeeninvestigated.

Methods: In this descriptivesectionaktudy/ _ isolatesof Klebsiellapneumoniaevere
collectedfrom hospitalizedpatientswith urinarytractinfectionsandidentified by biochemical
tests. Antimicrobial susceptibilitytestwasevaluatedy standardisk diffusion method(Kirby-
Bauer)thathasbeenrecommendedy the CLSI.

Results: From/ _ strainsof Klebsiellapneumonia€, | strains( . ~) weéreisoatedfrom from
femalepatients.Theresultsshowedthatthe highestrateof resistancevasbelongedo amoxicillin
( - 2 andcefotaxime(, / ™) reSpectivelyandthelowestrateof resistancavasfor meropenem
( ~ )andertapenenf, ~ ).’
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Conclusion: Theresultsof this studyandothersimilar studiesshowthatresistancéo different
antibioticshavebeenacquired soit is recommendethatantimicrobialsusceptibilitytestsshould
be performedbeforetreatmenandtheresultsarereportedo the cliniciansandinfection control
committees.

Keywords : KlebsiellapneumoniaeUrinary tractinfection, Antibiotic resistance
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Background and Aim : Acinetobactebaumanniis opportunisticgramnegative aerobicand
nonfermentativeoccobacilli.lt is difficult to controlanderadicateahesebacteriapecausef
increasedesistanceo lastline antibiotictherapyandhigh peripherakesistanceT he purposeof
this studywasto determinethe prevalencef integronandits relationshipwith the antibiotic
resistancén A. baumannii.

Methods:/ - isolatesof A. baumanniweregatheredsince ~ /- _~ /from hospitalsof
Qom,lran.After phenotypiddentificationof strains theywereconfirmedwith amplificationof
theblaOXA- /geneby PCR.Antibiotic susceptibilitypatternof isolateswasdeterminedy disk
diffusion methodperformedaccordingto the Clinical andLaboratoryStandardsnstitute. The
presencef clasg integronwereanalyzedusing the PCRmethod.

Results: Themostantibioticresistancgatternwasobservedo Ticarcillin- clavulanicacid

( » »),Cefotaxime{  /)/Piperacillin( * /), Ceéftriaxone{ * /), Tfimethoprim
Sulfamethoxazolé _ /) Ceéftazidime( . /), Piperacillin tazobactanf _ /),Amikacin

( . /).Ciprofloxacin( _ /), Céfepime( _ /), Ampicillin-sulbactan{ | ), Levofloxacin
( / 1) Imipenem( * /), Meropenen{ ' /), Tétracycline( * /), Gentamicin( / /), °
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Doxycycline( / /) andTobramycin( ' /). Prevalencef integronclass were" / /°
respectively.

Conclusion: In this study,a very high resistanceo differentclasse®f antibioticandhigh
prevalencef class integronwasdetectedn A. baumanniiStatisticalanalysisshowed
associatiorof clasd integronwith drugresistanin this bacterium.

Keywords : Acinetobactebaumannii ExtensivelyDrug-Resistantgclasg Integron
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Background and Aim : Hospitatacquiredinfections(HAIs) aremajorconcernsn the
managementf hospitalizedoatientsn developinganddevelopedountries Fourimportant
groups of HAIs areincludingpneumoniaurinarytract, blood streamandsurgicalsite infections.
Theaim of this studywasto investigatethe prevalenceindtypesof hospitatacquirednfections
in aselectechospitalin southerriran.

Methods : This studywasdonebetweermarch ~ /apdFebruary ~ /on _ patient( , _
female& _male)whogotHAlIs accordingo the criteriaof nosocomialnfectionsurveillanceand
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hospitalizedn differentwardsof Khalij fars Hospitalin bandarAbbadran. Datawerecollected
by questionnair@daptedrom Iranianminisstryof healthandwereanalyzedy statistical
methods.

Results: Theoverallprevalencef HAI in all wardsof khalij farshospitalwas ~ , Themost
commonorganismsvereKlebsiellapneumoniaand Staphyl@occusaureughatisolatedfrom
blood,endotrachedubeandsurgicalsite . The mostaggressivectionwassurgicalprocedures
andvein catheterSurgicalsite infectionswasthe mostcommonHAIs(, , ™)/, féllowed by
pneumonia( . ~)/ ™ ~ of diagnosiswereclinicaland _ ~ werelaboratorybased.

Conclusion: Theresultsshowthatprevalencef HAI in the evaluatechospitalis lower thanthe
actualprevalencef thisinfection. Thereforejt is importantto improvethe hospitalinfection
controlsystens andcommunicatevith patientsafterdischargego announceossibleHAL.

Keywords : Nosocomiainfection, Infectioncontrol,lran
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Background and Aim : Thehospitalaquiredinfectionsarein the categoryof majormedical
problemdeadingto differenthealthrisksandmortality. The purposeof this studywasto evaluate
incidenceof hospitalaquiredinfectionsin Ardabil city.

Methods: In acrosssectionaktudy all the patientsadmittedto five hospitalsof Ardabil city were
evaluatedor hospitalaquiredinfectionsbasedn the standarctriteria, ~ /. Isolationand
identificationof bacteriawereperformedaccordingto standardnethodsn medicaldiagnostic
laboratories



Ol 31 5w 3 il (5 51 5 gl gw © ST (oo g

938 59 (¥l e (gl ylows ¢! 903 1WAF olo LT Yo—YY

Results: Theincidenceof nosocomialnfectionsamonghospitalizedpatientsin all wardswas

~ , with thehighestandthelowestratesbelongingto Imam-Khomeini( = /)andTamine
Ejtemai( ~ ) hospitalsrespectivelyThe highestprevdenceof infectionwasobservedn ICU
(, " )follbwedbyNICU (¢ ~ )andCCU( ~ _)wards(Pvaluess ~ ). Themost
commonmicroorganisntausingtheinfectionswasE.coli( ~ ), followed by Acinetobacter
( _~ ,)andgramnegativebacilli ( ~ _).Of, / "ngsocomialnfectionsoccurred; / ~ "ahd’

‘werédiagnosedasedn the clinical presentatlonandposmveresultsof culturesin vitro,

respectwelylnmdenceof deathin patientswith nosocomiainfectionwas_ _patients] ~ tases
registeed).

Conclusion: Accordingto theresultsobtainedwe coulddetermineassociatedactorsof hospital
aquiredinfectionsto controltheinfection. Improvingthe managingmethodsandsterilizingthe
unitswith a high prevalenceanbe away to reduceinfection andconsequentlglecreas¢he
numberof deathsausedy it

Keywords : Hospitalinfections,nosocomialprevention Ardebil

Count;, ~ -~
AbstractiD:
PresentationType: Poster
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Background and Aim : Methicillin-resistanStaphylococcuaureu§MRSA) hastraditionally
beenrelatedwith infectionsin in hospitals The hospitalepidemiologyof methicillin-resistant
StaphylococcuaureugMRSA) haschangedn the pastfew yearsdueto theinfiltration of
communityassociatedlRSA (CA-MRSA) strainsinto healthcaresettingstherehavebeen
numerouseportsillustratingnosocomiabutbreaksausedy strainsharboringSCCmeadypelV,
whichwasoriginally identifiedin CA-MRSA strains.
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Methods: A totalof . nasalspecimensverecollectedfrom healthcareworkers(HCW) of two
university-affiliated hospitalsn Zanjan,Iran. Speciesdentificationwasconfirmedby detection
thespeciespecificprimersfor Sa , andfemA genesMultiplex PCRassaysvereusedfor the
determinatiorof staphylococcatassettehromosomenec(SCCmec)ypesin MRSA strains.

Results: SCCmedyping of HA-MRSA isolatesrevealedhat/  (, /%) strainscarriedSCCmec
typeV, whichis mainly caried by CA-MRSA isolatesand’ *( * "%) SCCmedypelVa,/ ( /°
%) SCCmedypelVb,, (. /%) SCCmedypelVe,/ /({ *%)SCCmedypelVd , ourstudy
demonstratethat, of_ strains( _ M%) isolatedfrom andhealthcareassociatedasesarried
eitherSCOmectypelV or SCCmedaypeV elementsthisindicateshatHA-MRSA andCA-MRSA
isolatesmight not be distinguishednerelyby identifying their SCCmeayenotypes.

Conclusion: In this studyupwardtrendin emergencef CA-MRSA strainsin hospitalshasbeen
observedIntroductionof CA-MRSA strainsin healthcaresettingshasbecomeathreatto public
health.In orderto preventtransmissiorof theseCA-MRSA strains rapidandaccuratemonitoring
technigueshouldbeusedin bothcommunityandclinical settings.

Keywords : StaphylococcuaureusMethicillin-resistantHA-MRSA; SCCmec
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Background and Aim : Severalirulencefactorshavebeendescribedn pathogenesief
Staphylococcuaureusstrains.StaphylococcaEnterotoxins(SEghatis oneof the mostfactors,
are belongingto importantmembersf bacterialsuperantigenssuperantigenaredefinedby their
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ability to stimulatecytokinereleasdérom both T cellsandmacrophages. _differentSEsare
knownthattheir functionis not only asgastrointestinaloxins but alsoassuperantigens. Th&am
of this studywasto evaluatehe prevalenceof SEsgenesn isolatesfrom patientsin Ahwaz
hospitals.

Methods : This studywasperformedon/ | ~ clinical samplesrom patientswho werereferredto
thefour hospitalsn Ahwaz.Samplesverecollectedfrom urine,blood, skin chipsandsputumof
patients Staphylococcuaureudsolateswereidentified by routinebacteriologicamethods.
GenomicDNA wasextractedoy Phenolchloroformmethod.The setsof enterotoxingenes(sea
sei)wereamplified by multiplex PCR.PCRproductswereanalyzedy electrophoresis.

Results: In thisstudy, _ Staphylococcuaureuswvereisolatedfrom urine, blood, skin chipsand
spatumsamples. '(, * )’strainshadenterotoxingene Thefrequencyof sea( * ), seg( _ ),
sec( ),sedandseh( ™ ),Seb( ~ )jandsei( ~ ) werereported.Therewasnoseegene
amongisolates.The studyof genessimultaneouslghowedhatthe frequencyof two genesand
threegeneswere, » and ° !

Conclusion: Giventheimportanceof nosocomiaStaphylococcuaureusnfectionsandtherole
of SEsassuperantigein thedevelopmenof variousdiseasesstudyof thesegenesdn clinical
specimeris necessary.

Keywords : StaphylococcaénterotoxinsAhwazhospitals Multiplex PCR.
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Background and Aim : Vibrio cholerads aninfectiousagentcalledcholera.This bacteriumhas
differentserogroupbdutQ andO/ _ areresponsibléhe mostcholeragpandemicsases
worldwide. For typing therearedifferentmoleculartechniquesuchribotyping, PCRRFLP,RS
PCR(ribosomalgenespaceiPCR)andERIC-PCR (Enterobacterialepetitiveintergenic
consensuPCR).Aim of this studywasto compareRS andERIC-PCRpatterndn V. cholerae
strainsisolatedfrom Iranduring, ~ /tqQ, ~ /. _

Methods: Fromtotal of sendspecimenso laboratory, V. choleraestrainswereisolatedusing
biochemicalkndmoleculartests After extraction of DNA by boiling method the ERIC-PCRand
RS-PCRwerecarriedout with specificprimers.

Results: Comparisorof isolateswith ERIC-PCRassayindicatedthat, strainshavehomogenous
bandingprofilesfrom, _ bpto/ ~ bp../ » rahd | ~ strdinsfrom, ~ /and - /outbreaks
respectivelyshowedequallyacommonERIC-PCRfingerprinttype.Our resultsin RS PCR
methodalsouniformly determineda singlefingerprinttype consistingof , bandsrangedfrom

. 7 bpto/ ~ Abpfor/ ~ ,ofisolates.

Conclusion: This studyshowedhattheclonality of isolatesfrom, ~ /and, ~ /outbreaksn
Iran andemphasizesn the primaryapplicationof the ERIC-PCRto differentiatebetweerv.
choleradsolatesandhelpsfor epidemiologicalnvestigationsandsourcetrackingevaluations.

Keywords : Vibrio choleragRSPCR,ERICGPCR,typing
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Background and Aim : Vibrio cholerads aninfectiousagentcalledcholera.This bacteriumhas
differentserogroupbdutQ andO/ _ areresponsibléhe mostcholeragpandemicsases
worldwide. For typing therearedifferentmoleculartechniquesuchribotyping, PCRRFLP,RS
PCR(ribosomalgenespaceiPCR)andERIC-PCR (Enterobacteal repetitiveintergenic
consensuPCR).Aim of this studywasto compareRS andERIC-PCRpatterndn V. cholerae
strainsisolatedfrom Iranduring, ~ /tqQ, ~ /. _

Methods: Fromtotal of sendspecimenso laboratory, V. choleraestrainswereisolatedusing
biochemicalkndmoleculartests After extractionof DNA by boiling method the ERIC-PCRand
RS-PCRwerecarriedout with specificprimers.

Results: Comparisorof isolateswith ERIC-PCRassayindicatedthat, strainshavehomogenous
bandingprofilesfrom, _ bpto/ ~ bp../ » rahd | ~ strdinsfrom, ~ /and ~ /outbreaks
respectivelyshowedequallyacommonERIC-PCRfingerprinttype.Our resultsin RS PCR
methodalsouniformly determineda singlefingerprinttype consistingof , bandsrangedfrom

. 7 bpto/ ~ Abpfor/ ~ ,ofisolates.

Conclusion: This studyshowedhattheclonality of isolatesfrom, ~ /and, ~ /outbreaksn
Iran andemphasizesn the primaryapplicationof the ERIC-PCRto differentiatebetweerv.
choleradsolatesandhelpsfor epidemiologicalinvestigationsandsourcetrackingevaluations.
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Background and Aim : Acinetobactebaumanniis onethe mostimportantopportunistic
pathogenespeciallyin immunecompromisepatientdike burnsinjuries. Emergenc®f resistance
to cabapenemsa broadspectrumantibioticis oneof serioustherapeutichallengdn this group
of patientsOn the otherhand,productionof carbapenemass oneof themaincarbapenem
resistantmechanismn thesegramnegativebacteria So, detectionof molecularepidemiologyof
carbapenemesistantA .baumannicanbe usefull for determinesourceof infectionthatcauseby
A. baumannii.Theaim of this studywasMLVA moleculartyping in carbapenemasgsoducing
A. baumanniisolatedfrom bumedpatients.

Methods : Forty-threeA.baumanniwerecollectedfrom burnedwoundinfection.Biochemical
testsandantibiotic susceptibilitytestingwerepreparedor confirmedidentificationand
carbapenemesistanisolatesoxa, _, vim, impandkpcgenesveredetectecandMLVA typing
wasconductedor molecularepidemiologyassayin carbapenemag@oducerstrains.

Results: In confirmedcarbapenemesistantA. baumanniOXA- , VIM andKPC werehave
detectedn_ °, and strainsrespectivelyIMP wasnot observedn anyof them.MLVA analysis
showedthat. moleculartypingin testedsolates.

Conclusion: ourresultscouldindicatedonly five moleculartypingin, ~carbapenemases
producingA. baumanniiandit canreferringto limited clonalspreacdf thesebacteria.

Keywords : A. baumanniicarbapenems#JLVA typing
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Background and Aim : Enterococcusaecalisis a Grampositivesphericabacteriunthatis
normalflora of humanintestineandcancolonizein differentorgansjncludingurinarytractand
oral cavity. This bacteriumhasbeenassociatedavith oralmucosalesionsin periodontitis.Theaim
of this studywasto investigatethe presencef E faecalisin persistenendodontidnfections.

Methods: Clinical samplesvereobtainedfrom_ rootcanalsof teethin patientswith persistent
periradiculamperiodontitisandtransportedn BHI broth.All isolateswereidentifiedasE.faecalis
by usingconventionalandmoleculamethods.

Results: Clinical samplesvereobtainedirom_ ,root canalsof teethin patientswith persistent
periradiculamperiodontitisandtransportedn BHI broth. All isolateswereidentifiedasE.faecalis
by usingconventionabnd moleculamethods.

Conclusion: Theresultsof this studyindicatedthat E.faecalids presenin persistent/secondary
infectionsof dentalroot canalsandPCRis moreaccuraten detectionof it. Thefindingsshould
be consideredy dentalcliniciansin their procedures.

Keywords : Enterococcu$aecalis,PCR,endodontitfections
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Background and Aim : Staphylococcuaureuds animportanthumanpathogerthatcauses
variousdiseasedn spiteof of antibioticstherapyandhealthmeasurementstaphylococcal
infectionsarefoundamongtheinpatientsfrequently.Nowadaystreatmenof creatednfections
hasbeenproblematidy increasingof methicillin resistantStaphylococcuaureugMRSA) which
thesestrainsare usuallymultidrug resistantTherefore surveillanceof staphylococcahfections
shouldbe priority of centerdfor diseaseontrolandprevention.This studyaimedto determination
of antibioticssusceptibilitypatternsandfrequencyof MRSA in ImamKhomeini hospitalof
Urmia- Iran.

Methods: In thisdescriptivestudy,  S.aureusdsolatesobtainedrom differentclinical
specimenéncluding: wound,sputum,urine,blood andotherbodyfluids. Identificationof S.
aureusvasperformedusingstandardnicrobiologicalmethodssuchasgramstain,catalaseand
coagulasegests DNasetestandmannitolfermentation Antibiotics susceptibilitypatternof the
isolateshasbeendeterminedisingdisk diffusion methodandMRSA screenedby , ~eg cefoxitin
diskasrecanmendecdy CLSI( ~ /).,

Results: Antibiotic susceptibilitytestingusingdisk diffusion revealechigh resistanceéo penicillin
(  "%), erythromycin( / %) andlow resistanto teicoplanin( . “%). AmongS.aureus
isolates " ( " 7).havebeenidentifiedasMRSA.Intotal, '( )'strainswerebetalactamase

producer.

Conclusion: In conclusionpur findingshighlighttheincrementabmergencef MRSAsin our
clinical setting.Sincevariousprevalencef MRSA is reportedirom differentregionsin theworld,
selectionof the properantibioticsfor treatmenshouldbe basedn susceptibilitytestingin
microbiologylaboratoriesn eachregion.| t sénsibleusingappropriateantibioticscancause
reductionof resistancemongthe bacteria.

Keywords : StaphylococcusureusMethicillin resistantCefoxitin, Clinical specimens
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Background and Aim : Diagnosisandtyping of Mycobacteriungenusprovidesbasictoolsfor
investigatinghe epidemiologyandpathogenesisf this groupof bacteriaPCRRFLP analysisis
anaccuratemethodproviding diagnosisandtyping of speciesof MycobacteriaThe presenstudy
is conductedy the purposeof determiningrestrictionfragmentprofiles of commontypesof
Mycobacterisdby PRA methodof rpoB genein this geographicategion.

Methods: ™ clinical andenvironmentalsolatesfrom Februaryto October, ~ /werecollected
andsubculturedandidentified by phenotypicmethodsA_ * bpfragmentof therpoB gene
amplified by PCRandproductswveredigestedoy Mspl andHaelll enzymesDigestedragments
wereanalyzedafter, “metapholagaroseel electrophoresis.

Results: In the presenstudy,amongthe NTM isolates M. fortuitumtypel with the frequencyof
" | ~ Iwasthemostprevalentypeisolates Also the PRA patternsof M. tuberculosisomplex

(Mspl:, ~ 1~ , [;Healll ’_ , I)/Mckansasitypel (Healll:: , [/ ;Mspl:, » [ .~ 1) » 1] .

andM. avium(Healll:, ’ ;Mspl:, » |/ /) Wedreidenticalto the patternsof somereported
studiesbut differentfrom others Also anunrecordeaf the PRA patternof M.
conceptionense(Healll: . ~ | *,Mspl:/ », » | | ywasfound.This studydemonstratethe
highsensitivity( * ~ ) 6f PRA methodtyping of Mycobacteriaspecies.

Conclusion: resultof this studyrepresents wide inter-speciediversity betweerMycobacteria
this geographicahreaandresultofthis studyrepresentsawide inter-speciegliversity between
Mycobacteriahis geographicaireaandPCR RFLP AnalysisrpoB genecouldbe a potentially
usefultoolfor investigatingthe epidemiologymycobacteriakpeciesn Iran.

Keywords : Moleculartyping, PRA, rpoB gere, Mycobacteria
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Background and Aim : ChlamydiatrachomatisasndMycoplasmagenitaliumareconsidered
factorsin cenical andovariancancetandareassociatedvith flaky cell carcinomaof the
cervix.C.trachomaighe mostcommonandimportantcauseof PID in the developedvorld is the
genitalandcervicalinfectiousagent. Theaim of this studywasprevalencef C.trachonatisand
M.genitaliumin patientswith ovariancancemwho referredto ImamHosseinHospitalof Shahid
BeheshtiUniversity of Medical Sciences, Tehratan.

Methods : After obtainingsamplesrom ovariancancettissuDNA wasextractedwith Kit
accordingto manufactoremstructions. Tcconfirm the presencef C.trachomatis specificprimers
for the MOMP (Major OuterMembraneProtein)genesof C.trachomatisweredesignedandused
NestedPCRmethod.Sequencingasperformedonthe PCRandNestedPCRproductto confirm
the presencef C.trachomatigndM.genitalium.

Results: Outof/ | samplef ovariancancef, ( - )'samplesveremalignantcancernd
( ~ )'werebenigncancerscontrolgroup.Fromi _malignantsampleg ( ., ™) wére
Chlamydiatrachomatigositive.Noneof thetissuesamplef benigncancerf ovarywere
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positivefor ChlamydiatrachomatisNotably,noneof the/ | ovariansamplesverepositivein the
M.genitaliumstandard®CRassay.

Conclusion: C.trachomatisnfectionmayplay arelativerole in the pathogenesisf ovarian
carcinoma®r it couldfacilitateits progression.

Keywords : Chlamydiatrachomatis,Mycoplasmgenitalium,OvariarCancer,NesteBCR
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Background and Aim : Today,manyclasse®f syntheticantibacteriadrugsareusedin medicine
to treatinfections.Howeve, theseantibacteriatherapiesareshowingdiminishingeffectiveness
becaus®f theemergencef drugresistanstrains Hence usingeffectivenaturalantibacterial
agentswith fewersideeffectsis a promisingapproacho combatbacterialinfectionanddiseases
in medicine agricultureandrelatedfields.

Methods: In this study,thevolatile constituentsrom the aerialpartsof Lallemantiaroyleana
Benth.havebeenmeasuredhy gaschromatographgndgaschromatographynassspectrometry.
Theantibacteial activity wasdeterminedy boththedisk diffusion methodandthe microbroth
dilution method.

Results: Thirty-sevencompoundsvereidentified andthe main constituentsveretranspinocarvyl
acetatd. * ~)spinocarvond ~ ~)/b-pinene( ~ ), (E)-b-ocimene( ~ }, terpinolene

¢ ~ J linalool(, ~ ), trans pinocarveolf ~ ), '-thujen -one( ~ J, myrtenal( ~ ), ’
verbenond ~ }, transcarveol( ~ ), dis-carveol(, ~ ), pulegong, ~ ), carvacrolf ~ ), °
dihydrocarvylaceate( ~ )andb-cubebend ~ }. Antibacterialscreeningf L. royleana
essentiabil showedthatall assayeaoncentrationsignificantlyinhibitedthe growth of
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StaphylococcuaureusBacillus subtilis, Klebsiellapneumonia@andPseudomonaaeruginosat
P<, ~ «MIC for S.aureusB. subtilisandK. pneumoniasvere. ~," ~ and, ~ gg/mL,
respectivelyl. royleanaoil wasinactiveagainstP.aeruginosan this study.

Conclusion: ThereforeL. royleanaessentiabil hasantibacteriahctivity, corrotoratingthe
traditionaltherapeutiaisesof this plant,andcanbe usedin the therapyof infectiousdiseaseas
well asanantimicrobialadditivein foods.

Keywords : ChemicalCompositions,Antibacterialctivity,essentiapil
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Background and Aim : Backgroundieptospirosigs a zoonoticdiseasef globalimportance.
Theinfectionis causedy variousserovarof LeptospirainterroganssensulatoT heleptospira
genuscomprisesapproximately ~speciesandmorethan, ~ 8erovarsAlthoughthesquirrelsand
hamster@areknownto be oneof thereservoirandtransmissiorsourceof leptospirosisbut the
statusof their infectionin themremainsunknownin Iran, sothe presensurveywasconductedo
evaluateheseroprevalencef leptospiralinfectionin the squirrelsandhamsterof Ahvazdistrict.
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Methods : MaterialandmethodsBlood samplesveretakenfrom_ _squirrelsand, _hamsterqa
totalof’ ,samples)Serawerescreenedor antibodiesagainstserovarof Canicola,
Icterohaemorrhagia&rippotyphosaBallum, Hardjo,PomonaAustralisandTarassovusingthe
microscopicagglutinationtest(MAT).

Results: - Findings:Fromatotalof . _thestudiedsquirrels, sampleg ~ _)wéreserologically
positivefor the serovarof L. Grippotyphosd ~ ),Pomong, ~ )andcomplexof Hardjo+
Canicola+GrippotyphosandPomona ~ ). Thepositivetitersweredetectecbetweern [/
to/ : , dilutions.Seroprevalencdid not showa significantdifferencefor age,sexand
environmenin thestudiedsquirrel(p> ~ ). Fromatotalof , _hamsters, sampleg * ~ ) , °
wereserologicallypositive. The positivetitershad : / dilutions. The predominantiterswere
directedagainstserovarof Grippotyphosd, ~ *)/Icterohaemorrhagiae+Pomoga™ )’
Pomona ~ ), Icterohaemorrhagiage ~ )‘andCanicola( ~ ). Theprevalencavas
significantlyhigherin adulthamstersabove years( .~ )‘comparedvith hamsterdessthary
yearsy ) (Ps ~ ). Prevalencevashigherin the hamstershatweremaintainedutdoors
comparedvith indoors(Ps ~ ). Theseroprevalencerasmorein malehamsterg _ ~ ) thah
females/ / ~ ), butstatisticalaralysiswasnot showa significantdifference(p> ™ ). _

Conclusion: - Conclusion:This surveyindicatedthatserovarf L. Grippotyphosd casespand
Pomong caseserepredominantn the squirrelsandhamster®f this areaandcanbea source
of infection for otheranimals.The obtainedresultsprovideusefulinformationon the epidemiology
of leptospirosisn the squirrelsandhamster®f Ahvazdistrict.

Keywords : -Keywords:LeptospirosisSeroprevalenceSquirrel;Hamster,Ahvaz
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Background and Aim : Uropathogeni&scherichiacoli (UPEC)strainsarethe mostcommon
bacteriathatcauseurinarytractinfections.UPECstrainsdiffer primarily by the presencef various
virulencefactors,oftenencodedn pathogenicityslands(PAls). Escherichiacoli strain] “was
isolatedfrom a humanpyelonephritigpatient. The Escherichiacoli J  * pathogenicityislands
encodeseverawell-characterizediactorsinvolvedin extraintestinatiiseaseincludingtwo types
of P fimbriae (PapandPrs),hemolysin,andthe cytotoxic necrotizingfactor/ (CNF ) toxin.

Methods:_ ~Escherichiacoli isolatesobtainedirom the stoolsof . ~healthyobjectsand’ _ ~
uropathogeni&scherichiacoli (UPEC)from patientswith urinarytractinfectionandadmittedto
hospitalsof Zanjancity. Identificationof bacterialisolateswasdoneon thebasisof their cultural
andbiochemicakharacteristicsBacteriaDNA wasextractecandthen, The PCRassaysedfor
anplification anddetectionof PAls markers.

Results: Thefrequencyof thePAI'1IJ “andPAl IIJ “markerin uropathogeniandcommensal
Escherichiacoli isolatesvas’ * ~ “vérsus ‘and | Versus respectivelyOverall/ ( )

of the. ~commensaisolates selectedor thisstudy,and/ _( ~ *)ofthe/ _ WPECisolates,
carriedPAI I3 “andPAI IIJ “markersThefrequencyof PAI1IJ “in the patientandcontrol
groupswass ~ ‘arid ‘respectivelyPAI IIJ “wasdetectecbnly in theuropathogenigroup
(' ) andwasnot detectedn anyof thecommensatjroupisolates.

Conclusion: Basedon ourfinding, it wassuggestethatPAI I “andPAl IIJ “mightnotbe
importantin the pathogenesief UPECstrains andjustmayincreaseheseverityof UTIs in
presene of differentPAls andvirulencefactors.The classiccomparisondetweercommensahnd
extraintestinalEscherichiacoli populationspasedn a studyof O serogroupsindvirulence
factors,haveshownthatthevirulencepotentialof Escherichiaoli isolatesfrom the stoolsof
healthyindividualsis lower thanthatof isolatesproducingurinarytractinfection Thus,it is not
clearwhetherall Escherichiaoli in theintestinaltractof healthyindividualsat a specifictime
shouldbe consideredommensal

Keywords : Pathogenicityslands,uropathogeni&scherichiacoli, urinarytractinfection
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Background and Aim : Many medicinalplantsareconsideredgsimportantnaturalremediegor
thetreatmenbf variousdiseasesStaphyococcusaureuss a highly variablepathogerwith
considerablémpacton humanhealth.It is responsibldor a wide rangeof hospitaland
communityacquirednfectionsglobally, from skin infectionsandfood poisoningto
life-threateningonditionssuchas toxic-shocksyndrome gndocarditispneumoniapacteremia,
andosteomyelitisThe excessiveandrepeatediseof antibioticsin medicinehasled to the
developmenbf antibioticresistanmicrobial strains,including S. aureusvhoseemergencef
antibiotic-resistanstrainshasreducedhe numberof antibioticsavailableto treatclinical
infectionscausedy this bacterium.The mainaim of the presenstudywasto carryoutin vitro
testson antimicrobialactivitiesof methanolicextractof XanthiumstrurmrariumL. leaveswere
evaluatecdbn methicillin-susceptiblendmethicillin-resistantStaphylococcuaureugMRSA) spp.

Methods: TheS. aureusstrainsusedin this studywereclinical isolatesfrom patientswith S.
aureusdnfections,obtainedfrom the Microbiological Laboratoryof the CentralHospitalin Zabol,
Iran. Antimicrobial testswerecarriedout by the discdiffusion method Antimicrobial activity was
determinedy measuringhe zoneof inhibition (mm) againsthetestbacteria( MRSA andMSSA)
strans.

Results: Theresultsof antibacteriabctivity of theleaf extractareshowedhatinhibition zones

for MSSA(PTCC/ _ ) Bacteriawere/ | ~ 4./ [I " "% = |, .. "% gzand * "2/ s s
mm atconcentrationsf_ 4/ ,.  ~ ,and, , gL of plantextractrespectivelyP<, = J. X.
strumariumextractaffectedboth methicillin?sensitiveStaphylococcuaureusandMRSA, though
antibacteriabctivity wasmoreeffectiveon methicillin?susceptibl&. aureusspp.Ourresults

showeda dose?responsmrrehtionbetweerthe plantextractconcentratiorandtheinhibition of
bacterialgrowth.

Conclusion: Theantibacteriabhctivity maybe possiblyattributedto the presencef phenolic
acids,flavonoids,tanninsandtriterpenoidsn the methanokextract,asreportedin literature.The
antibacteriahctivitiesexhibitedby the methanolextractmayjustify thetraditionaluseof this plant
asafolk remedyworldwide.

Keywords : MRSA , Xanthiumstrumarium
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Background and Aim : Antibiotic resistancés the mainfactorthataffectsthe efficacyof current
therapeuticegimensagainstH. pylori. While metronidazoléhasbeengreatlyusedasa critical
componenbf combinationtherapiedor H. pylori infection, resistancef bacteium to this class
of antibioticsreduceghe efficacy of metronidazoleontainingeradicatiorregimensandit is
associateavith geneticalterationsThe aim of presenstudywasto evaluateherateof
metronidazolaesistanto H. pylori andmoreimportantly, reportthe mutatedrdxA genes
alterationsn our clinical isolates.

Methods : We evaluatedhefrequencyof H. pylori resistancéo metronidazolemong  positive
isolatesof H. pylori usingthe E test.gimM andrdxA genesusedfor confirmationof isolatesand
amplificationof genesEventually,the mostresistanisolateswveresentto sequencingndother
processindor detectionof rdxA genealterations.

Results: Metronidazoleresistancaevasprovenin, ‘of  — patientsTheoverallrateof resistace
to metronidazolavas  * ~ . In ourstudy,therewasa meaningfulcorrelationbetweerresistance
to metronidazoleandsex.Theresultof six clinical isolatesin comparisorwith, * * J_“and

* A asasensitiveandresistanteferencestrainsrevealedwentytwo mutations Missense
mutationwasthe only kind of mutationseenin our study.

Conclusion: Metronidazolds oneof thefactorsfrequentlycontainedn regimendo eradicateH.
pylori. The presencef highrateof MetronidazoleresistancaffectstherapeutioutcomesA
noticeabldfinding in our metronidazolgesistanisolatesvasthedetectionof W( ~ )R
substitutionnot previouslydescribedn the structureof rdxA gene this assumediyplaysarolein
inducingmetronidazoleesistance.

Keywords: H. pylori, MetronidazolerdxA gene Resistant
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(H.pylori) isolatedfrom patientsin  ~ /

SubmissionAuthor: MohammadAhanjan

MohammadAhanjan, MojtabaMoradj , HahezFakheri

I, InflammatoryDisease®f UpperGastrointestinal ract ResearciCenter,Mazandaradniversity of Medical
SciencesSari,Iran
Studentresearcttenter Mazandaramniversityof medicalsciences
Inflammatay Disease®f upperGastrointestinairactResearcltenter

Background and Aim : Helicobacteipylori, which infectsabouthalf the world's population,is
assumedsanimportantrisk factorin chronicgastritis,pepticulcerandgastriccancerResistance
to antibioticsis the mainreasorof failure of H.pylori treatmentSincethe antibioticresistance
patternsof H. pylori is variedgeographicallytherefore the purposeof this studywasto investigate
the prevalencandresistancef H. Pylorito™ comnonly usedantibioticto treatthisinfection.

Methods: Thecrosssectionaktudywasconductedn/ | patientswith upperGl symptoms
which theyhadreferredto endoscopylepartmenbf Imam KhomeiniHospitalof Saricity during
November ~ /tgJune - /. Demographicharacteristicef patientswererecordedrior to
samplingandthe situationsof resistancéo™ commonlyusedantibioticsin treatingof H.pylori
infectionwerestudied.The obtaineddatawererecordedn Spsg *softwareanddescriptive
staistics (frequencyandmean)wereappliedto analyzedata.Also, the chi-squardestwasusedto
determinesignificance.

Results: A numberof  ,isolateswereobtainedfrom the cultureof gastrichiopsyspecimensf
I patientsTheresistancéevel to metronidazolegclarithromycin,tetracycline amoxicillin and

levofloxacinwas” _ ~,[ “ 7, 7 7/ '/ and, ~ ,réspectivelyTherewasnotobservedny
resistanceo furazolidone.

Conclusion: Accordingto antibioticresistancéevel of this study.It seenthatthe antibiotic
susceptibilitytestsarealwaysnecessarin orderto determingheappropriatedrugregimenagainst
Helicobacteipylori

Keywords : Helicobactelpylori, Antibiotic resistancesari
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Background and Aim : Theaim of this studyis to detectthe antibiotic resistanpatternof P.
aeruginosasolatedfrom variousclinical specimengn educationabrehospitalsof saricity, Iran

Methods : This studywasconductediuringOctober ~ /tg September ~ /. During this period
totalof, & samplesveretestedOutof these , gamples _clinical isolatesof P.aeruginosa
were isolated.

Results: Thespecimengn) P.aeruginosdrom Burninjures(, 9. /Woundsurgery( ).
Urine( )( )'Earswab( "), (Total( ) .In thisstudytheresistanceatesto cefotaxime
werefoundtobe/ ~ / ceftazidime | ,‘gentamicin %, tobramycin ,ceftriaxon |
piperacillin  ,’amikacin _ , ciprofloxacin® ,imipeneni = andmeropenem ° .The
mosteffectiveantibioticsagainstP. aeruginosavereimipenemandmeropenem.

Conclusion: TheresultsindicatethatP. aeruginosasolatesin our hospitalshavehigh Resistant
to cefotaxime ceftazidime andgentamicinthanotherantibiotics.This shouldbe takeninto
consideratiowhenempiricaltherapyis plannedby thecliniciansin our hospitals.

Keywords : Antibiotic ResistantPssudomonaseruginosasari

Count;. *
AbstractlD: | / /|
PresentationType: Poster



O 331 5w 3 ol (5 51 5 gl gw © ST (g0 g

59038 550 (ol coMao (b jlows () 5 1WAF olo LT Yo—YY

Expressionand Purification of the UropathogenicE.coli PapG Protein
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Background and Aim : Uropathogeic Escherichiacoli (UPEC)is oneof themostcommon
bacteriawhich canleadto urinarytractinfection (UTI). Unfortunately,no humanvaccineagainst
UTI hasyetbeendevelopedThereforejt is necessaryo developanefficientandsafevaccine
ableto inducemucosakndsystemidmmuneresponseslhe useof Lactic acidbacteriaasa
deliverysystemjs oneof the promisingmethodgo inducetheimmunesystem ObjectivesThe
aim of this studywasthe establishmentf lactobacillusreuteriharboringthe E. coli PapGantigen
onits surface.

Methods: : In this study,the PapGcodinggenesequencéusedto the AcmA gene(Anchorprotein
in Lactobacilluswassynthesize@ndclonedinto the pEX-A vector.The PapGAcmA fusiongene
is digestedvith BamHI andNdel, andthe fusiongenewassub-clonedinto the pET, /aexpression
vectoratthedigestionsites.Subsequenththe recombinanplasmids(pET /a-PapG.AcmAand
PET /a-PapG)weretransformednto the E. coli Origamistrainby usingthe calciumchloride
methal andthefusionproteinwasexpressedindef mM IPTG induction. The expressiorof the
fusionproteinwasconfirmedby SDSPAGE gel electrophoresiandwesternblotting. Purification
of thePapGandPapGAcmA proteinswascarriedout usingthe Ni-NTA column, andits surface
adsorptionvasperformedon Lactobacillus Finally, surfaceocalizationof the fusionproteinwas
verified by ELISA.

Results: : Theresultsshowedthatthe PapG.AcmAfusionwassuccessfullysub-clonedin pET /a
expressiorvector.Theexpressiorof PapGandPapG.AcmAproteinsin the E. coli origamistrain
indicateda proteinbandin SDSPAGE, confirmedby westerrblotting. In addition,thefusion
proteinwasdisplayedon the surfaceof Lactobacillusreuteri.

Conclusion: In conclusionwe havedevelopedhe PapG.AcmAproteinon the surfaceof the
Lactobacillus Thisis thefirst reportof the successfuapplicationof Lactic acid bacteriadisplaying
thePapG.AcmAfusionprotein.It will be of interestto determinehe Immuneresponseagainst
PapGproteinin the nearfuture usingsurfacedisplaystrategy.

Keywords : PapG;Lactobacillusreuteri;SurfacedisplaysystemEPEC,UTI
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Background and Aim : Introduction:enterococcareimportantin endocarditisndurinarytract
infections.Becausef the ability to acquireresistanceo antimicrobialagentswhich makesit
difficult to treatthem.This studywasaimedto determinethe antimicrobialsuscetibility of strains
resistanto vancomycinandidentificationof resistancgenessanA andvanB Enterococcustrains
isolatedin hospitalsHospitalKord wasconductedn/ _ °. _

Methods: In/ _ isolatesof Enterococcussolatesfrom hospitalswith different biochemical
methodswvereidentifiedto genusandspeciesomposition antibiogranmtestswereconductedor
thesestrains.The minimuminhibitory concentratiorin brothmicro dilution methodwasfinally
vanA geneandVanB strainswereidentifiedamongthesestrains.

Results: Basedon theresultsof theantibiogranmstrainVanA phenotypestrainswereVanB
phenotypeAll of theisolateswereresistanto ciprofloxacin.VanA geneandVanB phenotype
vanAand , respectivelyjn all/ isolateshatwerevanB strainphenotypedentified.In the,
strainsof/ ~strainsthatwereVanA phenotypevanAandVanB by PCR.

Conclusion: Enterococcuspeciediversityin teachinghospitalsof strainsof E. faeciumandE.
faecalisis limited.to shahreKord. Resistancéo erythromycinandtetracyclineantibioticshighest
andlowestresistanceo the antibioticsvancomycinandgentamicinwereobserved.

Keywords : vanA, vanB, Enterococcusyancomycin
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Background and Aim : MicroRNAs aresmallnoncodingRNA moleculeqapproximately |
nucleotides}hatcontrolthe expressiorof morethanonethird of all humangenesExpression
levelsof microRNAsarealteredin pathophysiologicatonditionse.g.infectiondiseaseSo,
microRNAscanbeimportantpartof the hostresponséo pathogensOnthe otherhand,pathogens
alterthe microRNAsexpressiorprofile of hostcell in their pathogenesipathway,in orderto avoid
of hostdefensesystemsHelicobactepylori (H. pylori) is animportantpathogerof humangastric
mucosaThisinfectionis associatedo somegastrointestinatlisordersjncluding chronicgastritis,
pepticulceration,gastricmucosaassociatetymphoidtissuelymphoma,gastriccancerand
intestinalmetaplasiaworld HealthOrganizatiordescribeghis pathogerasa group/ carcinogen.
CagA (cytotoxin-associategeneA) is oneof theimportantvirulencefactorsof H. pylori that
playsessentiatolesin pathogenesisf thisinfection.During H. pylori pathogenesighe
expressiorprofile of manymicroRNAsarechangedSomeof microRNAsarethe same
microRNAsthatarechangedn gastriccancerMiR/ _ dandmiR</_ _areupregulatedn H.
pylori infection. ThesemicroRNAsmanipulatethe proinflammatoryinnateandadaptivemmune
responseMiR- . is downregulatedn the presencef H. pylori andhelpto cell cycle
progressiorandproliferationof hostcell. Apoptoss inhibition andpromotingthe cell survivalis
animportantstepin pathogenesief H. pylori. H. pylori suppresshe apoptosif hostcell by
downregulationof miR/ ~ ,/miR- _ 'miR-, * ,miR- /,miR _ ,/miR{/ _, Andupregulation
of miR- /andmiR{/ _ . Also, downregulatiorof miR-, | by H. pylori infectionresultedn
increasingof proliferationof hostcells. Thesealterationsn microRNAsexpressiorprofile are
attributedto H. pylori virulencefactors,especiallyCagA.MiR/ _ &, miR{/ _ areupreguatdin

a CagA-independenandanNF-aB-dependenmannerputafterH. pylori infection, MiR/ _ &
attenuategheactivity of NF-aB in orderto reductionof inflammatoryresponseln conclusion,
microRNAsarenew candidatesor identificationof pathogenesipathwayof H. pylori.
Determinaibn of microRNAsprofile andtheir rolesin H. pylori pathogenesisanhelpresearchers
to identify newmarkersor targetsin treatmenbf H. pylori relateddiseases.

Methods: .

Results: .
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Conclusion: .

Keywords : Helicobactepylori , MicroRNAs, cagA
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Background and Aim : Urinary tractinfection (UTI) is oneof themostcomplicationsn human
causedy uropathogeni&scherichiacoli (UPEC).Sincethereis no effectivevaccineagainstUTl,
researchn this areacancontributegreatlyto controlandpreventionof thediseaseTargetingvital
moleculegplayingimportantrolesin theadhesiorprocesof UPECmayberesultedn the
developnentof aneffectivevaccine. Theaim of the presenstudywasto expressandpurify the
PapGproteinasa vaccinecandidatefor thefurtherstudy.

Methods: . The pEXA/PapGvectorwasfirst digestedwvith Ndel/EcoRlenzymesandthegene
segmentvassubclonedinto the similarly digestedexpressiorvectorpET  /a. Subsequentlythe
pET /aPapGvectorwastransformednto theE. coli strainOrigamiusinga calciumchloride
method,andthe PapGwasexpressedinderthe/ mM IPTG induction.Proteinexpressiorwas
detectecby SDSPAGE gel electrophoresiandwesterrblot analysisof the proteinusinganantk
His antibody,confirmingthe PapGproteinatthe, _KD band.Proteinpurificationwascarriedout
usingNi-NTA column.After the proteinassaywith the Bradfard method the endotoxinlevel was
detectecby LAL test.Experimentaimice(n< ) weredividedinto threegroups.Thegroups to

. wereimmunizedthreetimeswith . weeksintervalwith the PapGproteinwith Freundadjuvant,
alumadjuvantegroteinandPBS asa control. Two weeksafterthelastinjection,lymphocyte
proliferationwasconductedisingthe Brdu/ELISA basednethod.The secretiorof IL- andIFN-
2 cytokineswasquantifiedby thecommerciaELISA kit. In addition,thetotal antibody,lg&@ and
IgG asubtypesvereassayedisingthe ELISA method.
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Results: . Theresultsindicatedthatthe recombinanproteinPapGwasexpressedh E.coli strain
origami. In theexperimentamice,immunoassayesultsshowedhatPapG asavaccinecandidate,
significantlyincreasdymphocyteproliferationwhencomparedo the controlgroup.The cytokine
assayshowedthatPapGinducedastrongTh patternaswell ashumaal immuneresponsewith
inducedigG@ andlgG aclasses.

Conclusion: AlthoughPapG asavaccinecandidatestronglyinducedcellularandhumoral
immuneresponsesnorestudiesandexperimentabacterialchallengesemainedo be clarified.

Keywords : Uropathogenic.coli, PapG expressionimmunizationimmuneresponses
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Background and Aim : this studyaimedto determinetherelationbetweerthegeneshp * /,
jhpr * /, cagA, the ABO bloodtypesandsomeenvironmentafactorswith pepticulcer.

Methods: In ourstudy. ~ stomachbiopsiessampledrom digestivetrackwerecheckedy rapid
ureasgRUT) and “srDNA PCRtestfor helicobactepylori infectionfollowed by histological
andmicroscopicexaminationsRealtime PCRwasusedto assesgeneexpressiorandwere
checkedoy/ "srRNA.

Results: ThedupA andcagA genesalsowereevaluatedby PCR.Dup A geneshowedno
significantrelationwith pepticulcer.CagA genotypeshowedstrongassociatiomwith pepticulcer
Ps = «ABO bloodgroupalsoshowedno associatiorwith helicobactepylori infection. Thereis
significantrelationbetweertobaccoPs« ~ stranquilizersPs ~ smeteorisnPs< ~ Awith peptic
ulcer.We detectecdbothdupA andcagAgenesn, “outof/ * helicobactepylori possetive
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samples, ~from PUD patientsand’ from NUDs. The expressiorof thesetwo genesn PUD
patientsvasmorethanNUDs.

Conclusion: Thereis no significantrelationbetweerbloodgroup(ABO

&RH),jhpr * /&fhps ° /&cagA geneandduodenallcer.Accordingto high geneticdiversity
amonghelicobactepylori lineagein differentpopulations,muclmoreinvestigationsarenecessary
to definetherelationbetweergenesanddigestivedisease.

Keywords : H.Pylori,jhpr * /&hps * /genesjce A gene pepticulcer
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Background and Aim : Lactic acidbacteria(LAB) havebeenconsideredsprobioticorganisms
dueto their potentialhumanhealthpropertiesThis studywasconductedn orderto evaluate
potentiallyprobiotic propertiesof Lactobacillusspeciessolatedfrom fecalsamplesof_ _healthy
humanin Iran.

Methods : Theprobioticisolateswerescreene@ndtheir propertiesncludingresistanceo
gastrointestinatondition,adherencéo Caco, cells,antibioticresistanceinhibition of
proliferationof Caco, cellsdeterminedFinally, ant-inflammatoryeffectsof isolateswere
determinedn in vitro andin vivo models.

Results: Ofthe, ’ isolatedLAB, = wereacidandbile resistanand ( ~ )‘isolates
belongedo Lactobacillussp. TheisolatesveretypedusingPhenePlate(Ph-P) andRAPD-PCR.
Amongthe isolatespneL. brevis( ), oneL. rhamnosu§ ~ ) andtwo L. plantarum( ~ ) ~
hadsignificantprobiotic properties.
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Conclusion: Theseresultssuggesthatour Lactobacillusstrainswith probiotic potentialmaybe
usefulfor preventionor treatmenof diarrheaandIBD; however beforeincorporationof these
probiotic candidatesn food andpharmaceuticahdustry,otherin vitro andin vivo assaysre
necessarfor afurthercharacterizationf theseprobioticcandidates.

Keywords : LAB, Iran, Probiotic,anti-proliferation,antrinflammation,|IBD
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Background and Aim : Surveillanceof deviceassociateéhfections(DAIS) in intensve-care
units(ICUs)is substantiain planninghealthcarestrategiesThis studywasconductedo determine
the DAIs' burdenandantimicrobialresistancepatternof ICU patients.

Methods: ThreecommonDAIs _ centralline-associatedhloodstreaninfection (CLABSI),
ventilatorassociategpneumonigVAP), andcatheterassociatedrinarytractinfection (CAUTI)

_ wereassessegdrospectivelyduring, monthsin the/ _ICUs of four teachinghospitalsn Tehran
Iran accordingto CDC casedefinitionsfor surveillanceof DAIs.
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Results: Theincidencedensityof CLABSI, VAP, andCAUTI were/ ~ ~, / ~,and ~ _per
s /devicedaysrespectiverThemostorganismswereAcinetobacter(_ DR

Klebsiella( * ~)/Ecoli{ / ~),Pseudomonds( )Saureus( ),and

Entencoccus( ~ ). ESBL+Enterobacteriaceagas’ ~ . .‘Carbapenennesistancavas,

for Klebsiellabut_ ™ “for Ecoli. Acinetobacteresistancéo ampicillin/sulbactanand
carbapenerwas ~ .~ .’Abouthalf of Pseudomonaisolateswereresistanto
piperacilin/tazobactanmandcarbapenenMethicillin- re3|stanS aureus(MRSAyas
VancomycinresistanEnterococcus(VREyNas

and

Conclusion: This studydocumentsigh incidenceof DAIs andresistanbrganismsn our ICUSs;
preventivemeasurearenecesaryto decreas¢herates.

Keywords : SurveillanceDevice-associateihfection, Antimicrobial resistanceyentilator
associategpneumoniaCatheterassociatedirinarytractinfection, Centralline-associated
bloodstreaninfections
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Background and Aim : Urinary tractinfectionis oneof the mostcommonbacterialinfectionsin
outpatientsettingsIncreaseantimicrobialresistanc®f uropathogenss a matterof globalpublic
healthconcern.Treatmenbf CA-UTI depend®n bothprevalenceandantimicrobialresistancef
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causativebacteriaat specificgeographicahreas The aim of this studywasto comparethe
prevalenceof uropathogenandtheir antimicrobialresistancén CommunityAcquired Urinary
TractInfection (CA-UTI) admittedto Labafinejdhospitalin Tehran,Iran.

Methods: This surveywascarriedduringa six monthperiodon patientswith urinarytract
infectionat LabafinejadhospitalandPediatricinfectiousResearciCenterof Shaid Beheshti
Universityin - /. A totalnumberof ° urinesamplesveresentto laboratoryof microbiology
andidentified by bacterialstandardnethods Antimicrobial resistanceéestsweredoneby disk
diffusion agaraccordingto criteriarecommendedy the National Committeefor Clinical
LaboratoryStandard¢CLSI, ~ /).,

Results: Ofthe ’ bacterialisolateshe mostfrequentisolateswereEscherichiacoli ( * ),
enterococcl _ 7), Klebsiellapneumonig_ ), Citrobacterspp.( ~ ), proteusmirabilis

( ~ ~), Ehterobactespp.¢ ~ ), andEdwardsiellsspp¢ ~ ). Theresultsindicatedthatamong
Enterobacteriaceak,coli isolatesresistanto mostantibiotics,Nalidixic acid( * )‘andtheleast
resistanceéo Meropenen{ ~ ). Of Grampositivecocci, © “of enterococcivereTetracycline
resistancand ~ ~sénsitiveto Ampicilin andPenicilin

Conclusion: Thefindingsof this studyrevealthatE. coli is the predominanpathogerof this
infection. Accordingto the continuouschangingn bacterialisolaiedfrom patientswith UTI and
antibioticresistancgatternsijt is recommendethatbacterialresistancgatterndn populations
areevaluatedn anyregionannually.

Keywords : Bacterial,AntibioticresistanceCommunityAcquiredUrinary TractInfection
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Background and Aim : Detectionandidentificationof bacterialpathogensrenecessarin
administratiorof appropriateherapyregimensAlso, monitoringof bacterialpathogenén food,
wateror air, canpreventinfectiondiseasesTherearesomerapid detectionrmethoddor bacterial
pathogensincluding nucleicacidbasedbiosensobasedandimmunologicalbasedmethods.
Althoughnucleicacidbasedmethodis moreversatileandsensitivebut thereareadvantageby
usingof immunologicalbasedmethodsassimplicity, quicknessaandcosteffectivenessThe
antigenantibodyspecificinteractionis a principle of all immunologicalbasednethods ScFv
moleculesaremonovalengentibodiesabout -, kDain size.Theyconsistof variableregionsof
heavy(VH) andlight (VL) chainswhich arejoinedtogethemy aflexible peptidelinker. The
advantagesf scFvmoleculesoverfull monoclonakntibodiesarehigheraffinity andavidity,
bettertissuepenetrationdistributionandbioactivities.Also, scFvscanbe producedn large
guantitiesin bacteral, yeast,plantandinsectexpressiorsystemswith low cost.ScFvsagainst
Bacillusanthracisspore staphylococcaénterotoxinB (SEB)andCry C toxin of Bacillus
thuringiensishaveshowngooddetectablectivity. The monomeridormsof scFvcanbe dimerized
or trimerizedto diabodiesor triabodieswhich will increaseéheavidity. Also, bispecificdiabody
constructghatbind to differentantigenssimultaneouslycanbeachievedy genetically
manipulatingandengineeringf scFvs.Smallsizeof scFvsfacilitatesthe conjugationof them
with therapeuti@andlabelingagentsncluding; chemicaldrugs,nanoparticlesindquantundots.
ScFvsmoleculeshindingbacterialantigenswereisolatedfrom postimmunizationandsingle-pot
libraries(naiveandsynthett) usinga phageor ribosomedisplaymethodsof selectionPhage
displayis a moleculartechniqueby which antibodiesgspeciallyscFvsareexpressedt the surface
of phageparticles.SpecialscFvscanbeachievedy screeningf phageibrariesusinganaffinity
selection(or bio-panning)processagainstdesiredantigen.n ribosomedisplay,antibodymRNA-
ribosome(AMR) complexesareusedfor selectionof specificscFvsin a cell-free systemln
conclusionscFvantibodiesaregoodchoicein immunologicalbaseddetectiormethodsecause
of their particularadvantages.

Methods: .
Results: .
Conclusion: .

Keywords : ScFv,bacterialdetectionphagedisplay
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Background and Aim : Health-careassociationnfectionthatoccurafter, to®  hoursof
hospitalizationHospitalacquireinfectionsareimportantfrom differentaspectsuchasspreacf
antimicrobialresistane. Handhygieneis easyto do andit's oneof the mosteffectivewaysto
preventnosocomiainfections.lIt is shownthathandhygieneatthe. momentscouldreduce

nosocomialnfectionsby”™

Methods:_ MAY is namedworld handhygieneday.In this study,in theworld handhygieneday
guestionnairesveredesignedaccordingo internationaktandard§WHO). We distributedin the
elevenhospitalwardsof Ghaemof HospitalMashhadamongthe’ "personelsn orderto
measuremertheir knowledgeandattitude.The questionnairesontainedage,sex,department,
level of educatiorand, *questionsaboutknowledgeandattitude.Next collectedthe
guestionnairevaluateresponsegjatawereanalyzedvith the softwareSPSS /.

Results: Sixty two femalesand _ maleswereparticipantsn this project. The meanageof
participatesvere, years( /- -years)Fifty five nurses|  nurseaids, medicaldoctors,
Medicalstudentsand, auxiliaries.Surgery pediatricsjnternalmedicine obstetricsjnternal
emergencyCCU, ICU, PICU, surgerylCU, openheartsurgerylCU andemergencyverewars
whichwasstudied Amongthesé /wards,mostparticipantaveretheinternalmedicine( °
personsthenopenheartsurgerylCU ( _persons)Therewasno significantrelationshipbetween
sexandscore(P= ~ *)/Also, nosignificantrelationshipobservedetweerageandthefinal score
(P= ~ ) while therewasa significantrelationshipbetweerthe working wardwith thefinal grade
(P= ~ ~)_Thescorefor correctanswersvassignificantly differentto the nursesandaid nurses
(P= ~ ~).In thisstudy,correlationbetweerageandthefinal scorewasreversely(» ~ /). °

Conclusion: Consideringhat ~ getminimumexpectedevel, thusmoretrainingto healthcare
providersandcontinuouseducatiorprogramsarenecessaryo improvepatienthealthand
reductionthe costof hospitalizationOn theotherhandit is betterthateducationatlassshouldbe
practicalbecausdehaviorachangeamongheathcareworkerabouthandhygieneis theleading
measurdor preventingthe spreadf antimicrobialresistancendreducinghealthcareassociated
infections.
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Background and Aim : Shigatoxin-producingEscherichiacoli (STEC)is the major causeof
diarrheaandhemolyticuremicsyndromein childrenworldwide.

Methods: Theoccurrencegenotypiccharacteristicandrelatednessf STECisolatedfrom, _

fecalsampleof diarrheicchildren(n=" ), sheegn= ), andcattle(n= ) werecompared.

Results: STECwasfoundin, " / ~,and  ~ of diarrheicchildren,sheepandcattle,
respectivelyThreeof thefour STECisolates from diarrheicchildrenyieldedthestx /ehly profile.
The predominantirulenceprofile of sheefdsolatesvasst{ /ehly( _ ), butcattleisolateswere
heterogeneouseneticrelatednesanddiversityof | ~selectedsolateswereanalyzedy
enterobaterial repetitiveconsensusequencefingerprinting(ERIC) andphylogroupingIn total,

' " ERIC- typeswereobservedn humangn = ), sheegn=_), andcattle(n=/ ) isolates.The
majority of the sheepSTECwereassignednto B/ phylogroup( _ ™), but cattleisolates
belongedo differentphylogroupswith B predominanceThreehumanSTECisolateshadthe
major characteristicef sheegsolateshut revealedistinctfingerprint

Conclusion: Thesefindingsindicatethatcattlecanpotentiallycarrya diversegroupof STEC
strainscomparingto sheep.

Keywords : STEC,Human,SheepCattle,Virulence,ERIC, Phylogroup
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Background and Aim : Urinary tractinfection (UTI) is acommonbacterialinfectionand
uropathogeni&scherichiacadi (UPEC)strainsareresponsibldor morethan ~ 6f UTIs. UPEC
strainswith specificvirulencefactors,ableto overcomehe defense®f the hostandcausealisease.
The purposeof this studyis evaluationof bacterialresistancéo commonlyusedantibicics and
prevalencef somevirulencegenesamonguropathogenié&. coli.

Methods: during. monthsatotalof/ _ WPECstrainswerecollectedfrom patientswith UTI
referredto ImamKhomeiniHospitalin Boroujerd.Antimicrobial susceptibilitytestwasperformed
againstampicillin ¢ 41g), ampicillin/sulbuctany ~ /u)scefuroxime(, 41g), cefazidime

(. A1), cefotaxime(, 41g), cefotaxime/clavulaniecid(, » /pg)snitrofurantoin(, ~ ug),
gentamycin/ A4g), amikacin(, 41g), nalidixic acid(, 4.g), ciprofloxacin(_ pg), norfloxacin

( A1), trimethoprim/sulfametoxaz@l jg) for all isolatesaccordingto Clinical andLaboratory
Standardsnstitute(CLSI) guidelinesThenprevalencef fimH, afaC,hlyCA andcnf/ geneswas
examinedor all isolatesby PCR.

Results: Themostantimicrobialresistancavasagainsampicillin=/ | { . 7). nalidixic acid=

"~ (' /)andtrimethoprim/sulfametoxazol= ( _ /)andthemosteffectiveantibiotics

werenitrofurantoinandamikacin.Prevalencef fimH , afaC,hlyCA andcnf/ genesas ~ /,’
/1™ land ~ [ respectively.

Conclusion: Our studyshowedthatinvestigationof the bacterialvirulencefactorsand
antimicrobialresistanc@atternamay contributeto a bettermedicalintervention;andallowsthe
clinician to anicipatethe evolutionof infectionin the host.
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Background and Aim : Urinary tractinfection (UTI) is oneof themostcommonbacterial
infectionsin outpatientsettings Recently,Enterococcuspeciess consideredsthe secondmost
commoncauseof UTI. Theaim of this studywasto examinegenotypediversity of Enterococcus
faecalisisolatesfrom urine andfecal samplef patientswith communityacqured-UTI.

Methods: During August ~ /tQApril, ~ /, atotalof/ , urineandfecalsampleq ~ women,
.~ Men)wereobtainedfrom outpatientssufferingfrom EnterococcaUT] in Labafinejadand
Milad hospitals For bacteriologicaktudy,samplesvereculturedin EnterococcoseindBlood
agarmedia.ConventionabiochemicatestsandspeciespecificPCRwereperformedfor detection
of thebacterialisolates Furthermorepotentialvirulencegenesof E. faecaliswerescreene@mong
thecharacterizedtrains

Results: A totalof” _E. faecalisisolateswvereobtainedrom’ _infectedurine andfecessamples
with Enterococgi ~ differentgenotypesveredetectechmongtheseisolates Similarity of these
genotypedetweertheurineandfecalisolatesn eachpaientwasobservecamong (= ~)
patientswhich esp+,efba+,asa+ace+cyl+, gel+ genotypevascommonin theinfectedpatients.
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Conclusion: Detectionof E. faecalisisolateswith similar genotypicpatternsrom urineandstool
samplesf the studied patientsproposednvolvementof uropathogenié. faecalisin theinfection
of thesepatients Colonizationof the gastrointestinairactwith differentstrainsof E. faecalisor
contaminatiorwaspossiblyresponsibldor UTI in patientswvho presentedlistinctbacterial
genotypesFurtherstudyis neededo determineclonalrelatednessf thesestrainsusingmolecular
fingerprintingmethods.

Keywords : Enterococcu$aecalis, VirulenceFactors Urinary TractInfections
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Background and Aim : Listeriamonocytogenets afacultative,grampositivebacteriumwhich

is foundin soil, water,decayingvegetablessaw milk andcontaminatedlairy. Listeria
monocytogenesausedisteriosis This bacteriaindiucetheflu like diseaser self-limited enteritis,
butit leadsto seriousdiseasen elderly,new borns,pregnantvomenandimmunocompromised
personsListeriamonocytogenes a factorsof miscarriageandstillbirth. Theaim of the present
studyis to comparisorof PCRandculturemethodsasedn biochemicakestto distinguishe
Listeriamonocytogenes.

Methods: In thisstudy ~ waginalsamplesbtainedof pregnantvomen.In thebeginningall
thesamplesvereculturedin BHI broth medium,Bacteriawhich weregrownin BHI brothusedto
PCRandbiochemicatest.Bacteriawereculturedon listeriaselectiveagar,SIM agar, bile esculin
agarandthenotherbiochemicatestsuchashemolysis catalaseindoxidaseperformed.

Results:_~ specimerof the, , gollectedsamplegrom pregnantvomenweregrownon BHI
broth.Biochemicaltestrevealthat, K samplesverelisteriamonocytogeness,” samplesvere
negativeand | specimerweresuspiciousAccordingto PCRreaction, _samplesvere
recognizedpositivePCRand _samplesverenegative.
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Conclusion: Comparisorbetweertheresultsof cultureandPCRin this studyshowsthatthe
methodof PCRmoreaccurateprecisionandspecialityalongsidethe culturemethodhaveno
superiorityandcannot prioritize any methodfrom the other.It is recommendetb useboth of the
methodin recognizingListeriamonocytogenesimultaneously.

Keywords : Listeriamonocytogenef?CR,culture,vaginalsamples
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Background and Aim : BackgoundandAim: Healthcareassociatednfectionsinfectionshave
increasinglyresultedn deathandthe patientsshouldbearhigh treatmentosts.The purposeof
this researctwasthe evaluationof Healthcareassociatedhfectionsin patientsadmittedto Ardabil
hospitalin Ardabil, Iran,during, ~ /.

Methods: Methods:This wasa descriptivestudy,conductegrospectivelyduring/ , monthsfrom
May, ~ /toMay, ~ /in Alavi hospitalin Ardabil, Iran.From/ | _ patientshospitalizedn
Alavi hospital * patienthasurinarytractinfection(UTI),/ _patienthasSurgicalsiteinfections
(SSI),” _patienthasBlood Streaminfections(BSl)and/ _ patienthaspneumonianfection (pneu)
thatwereincludedin thisstudy.Thep a t i agegeralérsite of infection,ward of hospitalization
andtypeof infectionwerecollected.Theresultswereanalyzedoy ExcelandSPSS * 7 ~

Results: ResultsTheresultsof the presenstudyshowedthattheincidenceof infectionswaslow
(i.,e.,<_ 7 ). Theincidenceratesof infectionswere, = ~ _in theintensivecareunit (ICU),
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/'~ ~ _intheneonatalntensivecareunit (NICU),, ~ . in thecoronarycareunit (CCU)and
. 7 . intheMaternityward.Regardinghe etiologyof infection, Escherichiacoli wasfoundin
I 7, coaulasepositiveStaphylococcin® ~ /, Acinetobactein® ~ * andKlebsiellain

~ ° gf thecasesln ourhospital E. coli wasthe mostfrequentpathogen.

Conclusion: Conclusionsin this study,HealthcareassociatedhfectionssuchasUTI, BSI, SSI
ard pneumonighada lower frequencyin comparisorwith the nationalrates.Accordingto
researchedjospitalshavebeenableto reducetheseinfectionsby establishingstrategiegand
gettingtherisksundercontrol.

Keywords : Key words:Epidemiology Healttcareassociatednfections
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Background and Aim : Cerumen(or earwax)impactionis usuallyasymptomaticalthoughin
somecasesit leadsto symptomssuchashearinglossanddiscomfortin the ear.Various
approachewith differentsideeffectshavebeenappliedfor the removalof earwaxbuildup. In this
study,we aimedto evaluatehe prevalencef externalotitis aftersuctionclearanceWe also
investigatedhe preventionof possiblenfections.

Methods: Thisclinicaltrial IRCT; ~ / / » . /N Ywaseonductecbn/ ~ patientsdiagnosed
with cerumerimpaction,referringto the Ear,NoseandThroatClinic of Ayatollah RuhaniHospital
in Babolcity, Iran. Patientsvereexaminedat thetime of admissiorandearwaxwasremoved,
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usingmicroscopeguided suctionclearanceThe patientsvererandomlydividedin two groups.
Thefirst group( ' patientsyeceivedno specialtreatmentsindthe secondgroup( ' patients)
underwent prophylactictreatmentwhich consistef acidifying theearwith | "Boeiicke
alcoholandapplicationof miconazoleointmentby a swab.Two weeksafterthetreatmentthe
patientswerere-examinedn termsof infections.Also, partof the earwaxwasculturedin an
appropriatenedium,andthetype or specief microorganismsvas determinedsia conventional
technigques.

Results: Externalotitis wasreportedn noneof the patientsin thetwo groups.Themostcommon
bacteriain the cerumersamplesvereBacillus( * ~ ) andcoagulasenegativeStaphylococcus
(¢ . = ), respectivelyAlso, the mostcommoncultivatedfungiin cerumersamplesvere
Aspergillusniger( / ~) andPenicillium( _ ~ ), respectively.

Conclusion: Theresultsshowedhatthe useof Boerickealcoholandmiconazoleointmentdoes
notleadto anysideeffectsfor the patients Thereforethis preventivemethodis recommendetb
generalpractitionerswith lessexperiencen differentiatingpurecerumerfrom cerumerwith
fungalinfections

Keywords : Cerumen,Externaititis, Suction,Miconazole
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Background and Aim : Theincreasingemergencef multidrugresistanceamongKlebsiella
pneumoniagosocomialsolateshaslimited thetherapeutioptionsin treatmenbf infections
causedy thesebacteriaThe drugresistancemang Klebsiellaspecieds increasinglayby day;
therefore antibiotic senility testis necessarpeforeprescribingantibiotics.
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Methods: : This studywascarriedouton _Klebsiellapneumoniaetrainsisolatedfrom the
patientshospitalin llam, Esfalan,Dezful andBoroujerd.The antibioticresistancerofile was
determinedasedon resistanceisingdisk diffusion methodaccordingto clinical andlaboratory
standardénstitute(CLSI) guidelines The presencef qnrB andgnrSgenewasfinally determined
usingPCRreaction.

Results: : Among K. pneumoniagsolates Altogether the percentageatesof resistancevere
asfollows: Ceftriaxone( _ ~)'Géntamicin * ™), Nalidixic acid( "~ ~), Norfloxacin

(  7)'Céftazidime CiprofloxacinandOfloxacin( * ~),Amikacin( / ~)‘andMeropenem
( ~ ). Themostantibioticresistanceability belongedo GentamicinandNalidixic acidwhile the
lowestantibioticresistancevereseenin the caseof treatmentvith ImipenemandMeropenemOf
these, , ~ carriedgnrBgene “ hpand ~ ~ carriedqnrSgenes , bp.

Conclusion: Theprevalencef antibioticresistancgeneddentifiedin this studyhighlightsthe
needfor moreinfectioncontrolmeasuregcludingantibacteriamanagemerandidentification
of resistanisolates.

Keywords : KlebsiellapneumoniaAntibiotic resistantgnrSgene.
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Background and Aim : Infection is a major causeof morbidity andmortality in intensivecare
units (ICUs) worldwide. ESBL-producingEscherichieoli (E.coli) whichis resistanto b-lactam
antibioticsarenow anincreasingproblemin ICUs worldwide. The prevalencedf ESBL genotypes
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remainsunknownin manyregionsof Iran. The aim of this studywereto evaluatehefrequency
of ESBLsandfrequencyof blaCTX-M-I , blaTEM andblaSHV genesasa mostcommon
genotypesamongESBL producinguropathogetk. coli isolatedfrom ICU andsusceptibilityto
testedantibiotics.

Methods: A total of two hundredenuropathogetr.coliisolateswerecollectedfrom patients
admittedin ICUs of twelve different Qazvin,KarajandTehranhospitalsduringoneyearperiod.
All isolateswverescreenedor ESBL productionby Agar Diffusion accordingo the CLSI
guideline.ESBL phenotypicconfirmatorywasperformedoy the clavulanicacid combineddiscon
Mueller Hinton Agar (MHA) by with andwithout cloxacillin. PCRandsequencingvere
conductedor detectionof ESBL encodinggenes.

Results: Outof, / E.coliisolates/ ™ (/ * ) isdlateswereconfirmedasESBL producef, _ °
( ’ 7).ofthesdsolatespositiveby CLSI recommendatiomethodsusedMHA without
cloxacilinand, ( ~ ) of ESBL producingisolateswereconfirmedonly on MHA with
cloxacillin. All ESBL producerisolateswerehigh resistanto cephalosporinandmonobactams
( % ,and /¢ ~)and _( )of ESBLproduceisolatesesistantoimipenemand
cefoxitinrespectivelyblaCTX-M-I ( , ™) [blaCTX-M4/ _( * 7)andblaCTXM+/ ( ™ ) ~
asthefirst reportof Iran] wasthe mostcommongenotypeandfollowedby blaTEM/ ( = ~)
gene.Tenpercenbf isolatescontainedbothblaCTX-M-I andblaTEM/ genesblaSHV not
detectedn anyisolates.

Conclusion: SomeESBLsproducemaynotberecognizedn routinetestsbecaus¢heyhaveco-
existenceAmpC betalactamaseandmaskedheresultsof confirmatay testthatusedclavulanic
acid. Cloxacillin wasan effectiveinhibitor for AmpC betalactamaseandmaybeusedin ESBLs
confirmatorytest.The presenstudyshowsblaCTX-M+{ _genesasamostcommongenotypesand
theemergencef blaCTX-M/  for thefirst timein Iran.

Keywords : E.coli, UropathogenExtendSpectrunb-lactamas€ESBLSs),AmpC Beta-lactamases
, cloxacillin, ICU.
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Background and Aim : Acinetobactebaumanniis showinghigh rateof resistancemong
differentclasse®f bacteriadueto havingmostmechanismsf resistancehatarefoundin other
bacteriasoit is asalarmingfactorin treatmenbf hospitalizedoatients. Carbapenemasthelast
line of antibiotics,arethe drug of choicefor MDR Acinetobactebaumanniibutresistancéo these
antibioticswith productionof carbapenemagkatarealsoknownasoxacillinasehavean
increasinglygrowth. The OXA-like-geneshaveweakcarbapenerhydrolysingactivity butwhen
aninsertionelements locatedup streanof thesegenesgcanrisestheresistancéo carbapenems.
In this study,we determinedhe presenc®f IS elementsiSAbd andISAba andwe showedthe
frequencyof themin A.baumanniweredetectedn clinical isolates.

Methods: Clinical isolateswerecollectedfrom_ hospitalsn Tehranduringtheperiodof, ~ / |
to, ~ /. Thisnonrepetitiveisolatesbelongingto Acinetobactebaumannistrainandpresumptive
identificationasA.baumanniwascarriedout by amplyfingtheblaOXA-_ /like genewhichis
considerecchromosomallyintristic to A.baumanniithe existenceof blaOXA- -like genewas
evaluatedby PCRmethodthepresencef ISAbd andISAba wereperformedby usingPCR
method.Antibiotic susceptibilitytestingwereevaluatecasrecommendedy theclinical &
Laboratorystandardnstitute(CLSI).

Results: All/ ~ ,of isolateswerepositivefor ISAbad andFrequencyf ISAba was | ~ _in ~
all clinical isolatesthe presencef blaOXA-_ /like genewerepositivein all clinical isolatesthat
confirmedthespecies. ~ ,of isolateswerepositivefor blaOXA- -like generesistancéo all
classe®f antibioticswereusedin this studywerehigh thatcontains. Carbapenemg,igecycline

, Minocycline,C e p h a | o éamniroglyicasidesandQuinolones.

Conclusion: IS elementsplay a majorrole in the mobilizationandexpressiorof OXA-type b-
lactamase3 hathavea globaldistributionandareassociateavith blaOXA-  /like andblaOXA-

. -like gene WhereasA.baumanniis oneof the majornosocomiapathogerbecauséaving
increasedntibioticsresistanceit is very importantto focusaboutspreadingf themandspecially
thelS elementsasthetransferablegentcanhelpthemto distributeto anotherclasseof bacteria
speciallyin gramnegative furthermoremoleculargenotypingstudiesareessentiafor controlling
bothof inter andintra-hospitalinfectionsandimplementatiorthe controllingprogramsarevery
necessary.
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Background and Aim : Clostridiumdifficile is theagentof diarrheaassociatedvith antibiotic
usageThemostimportantstagein treatmenof diarrheacausedy difficile is discontinuatiorof
causativeantibiotics.Unless,dueto severeprimaryinfectionof patients prescriptionof antibiotic
is not possible We generallyhaveto useantibioticswhich havelesschanceor diarrhealn clinical
labs,determinatiorof Clostridiumdifficile sensitivityis notperformedroutinely. Theaim of this
studyis determinatiorof Clostridiumdifficile antibioticsensitivityisolatedfrom infantsin Ahvaz.

Methods:/ / stoolspecimendgrom infantsin Ahvazwascollectedandculturedin, anaerobic
standardnethodsas:directculturein CCFA, alcoholshock,thermalshockandenrichmenin in
cookedmeetbroth. Then,suspiciousolonieswereapproveddy biochemicatests All of the
isolatessensitivitywasdeterminedy vancomycinmetronidazoleamoxicillin, imipenem,
penicillin, gentamycingcefoxitin, tetracycline ceftriaxoneandrifampin disksthroughdisc
diffusion

Results: From/ / stoolsamplef infantsin Ahvaz, /samplewereClostridiumdifficile
positive.Accordingto thetests,anyisolateresistanto vancomycinandmetronidazolavasnot
foundby disk diffusion. The mostresistancevasshownto tetracyclineandceftriaxone( / and

/| fespectively.)The mostsensitivitywasshownto amoxcillin andrifampin antibiotics.( *
and / respectively.)
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Conclusion: : It seemghatmetronidazolendvancomycinareeffectivedrugsfor Clostridium
difficile infectionsimprovementBut, dueto refrainingfrom antibioticresistanstrainsexpansio
andsubsequerthacterialinfections,it is necessaryo superviseéacterialantibioticresistance

Keywords : antibiotic, Clostridiumdifficile, metronidazoleyancomycine
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Background and Aim : EnterohemorrhagiEscherichiacoli (EHEC) strainsareimportant
zoonoticagentscausingseverdnfectionsin humanlike hemolyticuremicsyndromgHUS). Some
EHEC strains especiallythosebelongingto serothotypeA mayalsocauseoutbreakswith high
morbidity andmortality. Identificationof high-risk EHEC strainsis difficult becausef the
possibleemergencef newor hybrid pathovarsRecenfindingsproposed ~ “andZ ~ "onO
Island, *(Ol-. ‘) asimportantmoleculamarkersfor primarydiscriminationEHECclones.The
aim of this studywasto investigatehepresencef Z ~ *andZ ~ ' markersamongShigatoxin-
producingE. coli (STEC)isolatesfrom smallruminantsfor thefirst time.

Methods: A total of, ~ STECisolatesfrom/ _sheepand _goatswereselectedrom microbial
collection.First, theywerescreenedor stx , stx , eaeA,andEhly genesdoy multiplex polymerase
chainreaction.Then,theyweresubjectedo two PCRassaydor Z ~ “andZ ., " molecular
markers.
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Results: All STECisolatesfrom smallruminantsharboredsty , and | isolate, / ~)inc¢luded
bothstxtypes(stX /stx ). All isolatesgxceptthree harboredEhly gene butall werenegativefor
theeaeAgene Thirty-fourisolates( ~ ™) wérepositivefor Z ~ ™ marker,butall werenegative
for theotherOl-. ’geneticmarker(Z ~ °).

Conclusion: Overall,st{ wasthe mostprevalentShigatoxin typein smallruminants Although
all strainsin the currentstudylackedthelocusof enterocyteeffacementeaeA) the presencef
Z ~ ~ moleculamarkermayindicatethe possibleexistenceof EHEC clonesof potentialrisk for
humans.

Keywords : Ol- ’, EHEC,SheepGoats
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Background and Aim : Pseudomonaaeruginosas anopportunistigpathogerwith numerous
virulencefactorsandis oneof the mostetiologicalagentsn nosocomialnfections.Theemergence
of multidrugresistanP. aeruginosdnasbecomea seriouspublic healththreatworldwide. Theaim
of this studywasto determinethe frequencyof pilA andpilB genesn multi drugresistant
P.aeruginosatrainsisolatedfrom clinical samples.

Methods: In this crosssectionaktudy, _isolatesof P.aeruginosa&ollectedfrom different
clinical samplesn Zanjanin/ _ - _ . After identificationof isolatesby biochemicalests,
antibiotic susbtibilitytest(Kirby-Bauer)wasperformedaccordingto CLSI guideline.Then,total
DNA extractecandPCRwasdoneto detectionof pilA andpilB genes.
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Results: P.aeruginos&olates exhibitedhigh-level resistanceo erythromycinand Cefoxitin

( . 7). Amikacin showedhe highestactivity againsisolateswith” _ ~ susceptibility Eighty
eight( , 7)isdlatesweremultidrugresistan{MDR). Thefrequencyof pilA andpilB genes
amagMDR isolatesvas, , ~ and ’ ~, respectively.

Conclusion: Accordingto our results thefrequencyof type IV Pilin genewastherelativelylow

in multi-drugresistanf. aeruginosatrainsandThe frequencyof pilA genewasgreaterthanpilB

in amongMDR isolates. Thefrequencyof pilA genewasgreaterthanpilB in amongMDR isolates
. SincepilA in avarietyof manufacturingorocesseandthe formationof biofilm bacteria
especiallyinvolvedtheyrepresenthe high prevalenceateof the diseasdy this microorganism

Keywords : PseudomonaaeruginosaAntibiotic resistancepilA, pilB

Count’ —
AbstractlD: _ /
PresentationType: Poster

Evaluation of hly-aand/ "SrRNA target genesn rapid molecular
detectionof Listeria monocytogenes

SubmissionAuthor: ElhamBahramian

elhambahramian, MohammadHassarShahhosseiny, MohammadRezaZolfaghari

I". Departmenbf Microbiology- QomBranchlslamic Azad University-Qom/Iran.
., Departmenbf Microbiology- Shahre-QodsBranchlslamic Azad University-Tehray/Iran
. . Departmenbf Microbiology- QomBranchlslamic Azad University-Qom/Iran

Background and Aim : Listeriamonocytogeness a pathogerthatcaused..monocytogenesan
bring meningitis,septicemiaandabortionin humansThesemicroorganismganbetransmitted
throughfood. Rapidandaccurataletectionplaysanimportantrole in the preventionof infections.
Theaim of this studyis a comparisorof thetwo importanttargethly-aand’ "SrRNA genesn
earlydetectionof L.monocytogenem raw milk sampésby PCR.

Methods:/ ~ -samplef raw milk arecollectedandtheir DNA areextractedoy DNG-PLUS
method thenBoth PCRassay®ptimizedby usingof targetsgenehly-aand/ "SrRNA. Limit of
detection(LOD) andspecificitywereevaluated.
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Results:, |, and, / bpproductsof L. monocytogenebavebeenobservedn, “agaroseyel.

I _sampleutof/ ~» sampleshavebeenpositivefor hly a.In addition/ /samplesavebeen
recognizegositivefor/ “SrRNA.LOD was ~ genome/reactiorAlso specificitywasevaluated.

Conclusion: Resultsof PCRshowsthatthe hly-atargetgenehashigherperformancen molecular
diagnosisof L.monocytogenethary "SrRNA.

Keywords : Listeriamonocytogene?CR/ "SrRNA, hly-a, Compare
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Background and Aim : The GranmtnegativebacteriumPseudomonageruginosas an
opportunistigpathogerthatnormallyinhabitsthe soil andsurfacesn agueougnvironmentslts
adaptabilityandhigh intrinsic antibioticresistancenableit to survivein awide rangeof other
naturalandartificial settingsjncludingsurfacesn medicalfacilities. SeriousP. aeruginosa
infectionsareoftennosocomialandnearlyall areassociateavith compromisedostdefenses
suchasin neutropeniasevereburns,or cysticfibrosis.Many virulencegenesarelocatedin

6 ¢ 0 n s egion®fdhégenomeandarerequiredfor the productionof rhamnolipids,
phenazinesgxotoxinsandproteases?henazineareredoxactive,heterocycliccompounds
producedoy severabacterialspeciesespecidy P.aeruginosalhephenazineperongphzland
phzll) andgeneqphzH, phzM andphzS)encodeprecursoproteinsinvolvedin theformationof
threephenazineompoundpassivelysecretedy P. aeruginosapyocyanin/ -hydroxyphenazine
andphenaziné -caboxamide Theaim of this studywasto determinghefrequencyof phzll and
phzHgenedn multi-drugresistanf.aeruginosatrainsisolatedfrom clinical samples.
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Methods: In this crosssectionaktudy, _isolatesof P.aeruginosa&ollectedfrom different
clinical samplesn Zanjanin/ _ - __. After identificationof isolatesby biochemicakests,
antibioticsusbtibilitytest(Kirby-Bauer)wasperformedaccordingio CLSI guideline.Then,total
DNA extractecandPCRwasdoneto detectionof phzll andphzH genes.

Results: P.aeruginos&solatesexhibitedhigh-level resistanceo erythromycinandCefoxitin

( . 7). Amikacin showedhe highestactivity againsisolateswith’ _ ~ susceptibility Eighty
eight( ., 7)isdlatesveremultidrugresistan{MDR). Thefrequencyof phzll andphzHgenes
amongMDR isolatesvas _ ~ dnd ’ ~, respectively.

-

Conclusion: The pathogenesief P.aeruginosas clearlymultifactorialasunderlinedby the large
numberof virulencefactorsandthe broadspectrunof diseasethe bacteriumcausesResistance
to antibioticsexhibitedby somestrainsof pathogenidacteriaespeciallyP. aeruginosgposea
seriouschallengan combatingnfectiousdiseasesAccordingto our results the frequencyof phzll
genewashighin multi-drug resistan®. aeruginosatrainsandthis canbe analarmfor the
infectionscausedy this microorganism.

Keywords : PseudomonaaeruginosaAntibiotic resistancephzll andphzH

Count: ~
AbstractiD: / _°
PresentationType: Oral

Antibiotic susceptibility pattern amongclinical strains of Klebsiella
pneumoniaisolatedfrom Urmia university teaching hospitals,and
determination of MIC againstimipenemin resistantisolates

SubmissionAuthor: SaberYousefi

SaberYousefi, SaberrYousefi, NargesDarahi, MortezaMotazaker, Hamid RezaKhalkhali ,
Bita Zareikar, FattahPourian

I, Departmenbf Microbiology, Schoolof medicine,Urmia universityof Medical SciencesUrmia, Iran
Departmenbf Microbiology, Schoolof medicine,Urmia universiy of Medical SciencesUrmia, Iran
Departmenbf Microbiology, Schoolof medicine,Urmia universityof Medical SciencesUrmia, Iran
Departmenbf Microbiology, Schoolof medicine,Urmia universityof Medical SciencesUrmia, Iran

.+ Departmenof Epidemiolog, Schoolof medicine,Urmia universityof Medical SciencesUrmia, Iran

ImanKhomeiniHospitalLaboratory,Urmia universityof Medical SciencesUrmia, Iran

ImanKhomeiniHospitalLaboratory,Urmia universityof Medical SciencesUrmia, Iran



Ol 31 5w 3 il (5 51 5 gl gw © ST (oo g

59038 550 (ol coMao (b jlows () 5 1WAF olo LT Yo—YY

Background and Aim : In recenty e aamérgencef multi drugresistanKlebsiellapneumonia,
areresponsibléor manytherapeutigroblemsall overtheworld. Nowadayscarbapenemare
oftenconsideredisthefinal optionsfor antibiotictreatmenbf infectionscause by mostGram
negativebacilli. The aim of this studywasthe determinatiorof antibioticresistancegattern(with
focuson carbapenems)f K. pneumoniaésolatesfrom clinical specimensf in-patientsandout-
patientsadmittedto Urmia universityteacling hospitals.

Methods : In this descriptive- analyticalstudy/  isolatesof K. pneumoniavereinvestigated.
All bacterialisolateswereidentifiedasK. pneumoniady usingstandardnicrobiologicaltests.
Antimicrobial susceptibilitytestingof confirmedisolateswascarriedout by disk diffusion method
proposedy (Kirby-Bauer)against | differentantibiotics.The minimuminhibitory concentration
(MIC) of imipenemfor eachisolatedeterminedising E-testmethod.

Results:, _isolates( _ ~)Wweéreresstanttoimipenemand, _isolates ., ~)’belongedo
multiple drugresistan{(MDR) phenotypesTheseisolatesdemonstratetiigh resistancéo
imipenemandmeropenemTheMIC of imipenemfor resistanisolatesvasQ |, ug/ml.

Conclusion: Consideringhe high prevalencef resistancéo imipenem,especiallyin Klebsiella
pneumoniagsolatesfrom patientsadmittedto ICU wardsin presenstudyandvariousreports
from othercountries precautiorshouldbe takenin theadministratiorof thesedrugs.Also
determinatiorof bacterialsusceptibilityprior to prescriptionof antimicrobialagentss crucialfor
propertreatmenendpreventingthe disseminatiorof antimicrobialresistance.

Keywords : DrugresistanceKlebsiella pneumoniaecarbapenemminimuminhibitory
concentration
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Background and Aim : Introduction: Brucellosisis oneof the mostcommondiseasén humans
andanimals.maltgeverincreasedn IRAN betweert | to/ _ ' .ltsclinical symptomsare
nonspecific thereforediagnosisof this diseaseequiresrapidandaccuratanethodssuchasPCR
technique Purpose Thepurposeof this studyis a simultaneousletectionof Brucellaabortusand
melitensisn serumsamplesvith DouplexPCRtechnigueandcomparisorof theresultswith the
with Rosebangakst.

Methods:/ ~» serumsamplesverecollectedfrom veterinarystationlocatedin
shahryar.Monople® CRtestof BrucellaabortuseandmelitensisandDuplexPCRfor bothagents
wereoptimized.Limit of detection(LOD)andspecifitytestswerechecked.DNAwereextractfrom
serumsamplesy DNG-plustechniqguePCRproductclonedin PTZ ‘R plasmidby T/A cloning

Results: B.abortuse( ' hp)andB.melitensis’ _ bp) applicantsvereobservedn/ ~ _gél
Electrophorasid. OD of Monoplextestfor bothagentsvere/ ~ genomeperreaction., ~outof
I, samplesverepositiveby Rosebangakestthat, “samplesverepositivewith DuplexPCR
which, _samplegpositivefor B.abortuseand, sampledor B.melitensis, ~samplesvere
positivewith DouplexPCRfrom™ ~negativeRosebangal.thatf thisnumber/ *sampledor
B.abortuseand, sampledor B.melitensisveredetected

Conclusion: The numberof positivesamplesy DuplexPCRis morethanRosebangaiest_so
we canasserDuplexPCRfor confirmationof Rosebangalesults.

Keywords : Diagnosis, Brucellaabortus, Brucellamelitensis,PCR,Rosebangal, SerBamples
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Background and Aim : ExtendedspectrunbetalactamasefESBLs)areplasmidmediated,and
evolvingenzymedhatwasthe mostimportantof mutationsin blaTEM andblaSHV genesESBLs
illustratethe ability of gramnegativebacteriato exhibit co-resistancéo manyotherclasse®f
antibiotics. Theaim of this studywasto detectTEM andSHV,two memberof b-
lactamases,amorgiinical isolatesof gramnegativebacteria.

Methods: A totalof, * glinical isolatesof gramnegativebacteriasuchasAcinetobacter,
Pseudomonas,Eschericlaiali, EnterobacterKlebsiella,ProteusBurkholderia,andCitrobacter
from_ hospitalsn Tehranwerescreenedor detectionof blaTEM andblaSHV genesy PCR.

Results: Theprevalencef blaTEM andblaSHVwererespectively ~ and ~ .’

Conclusion: ESBLsgenedgransposablandmaybe foundon plasmidsin gramnegativebacteria
speaciallywithin the family Enterobacteriaceae.Thtiwereis needfor efficientinfectioncontrol
practicesandinterventionstrategiedo reducespreadf theseincreasinglyresistangenes.

Keywords : ESBLsGenesPCR,GrardNegativeBacteria
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Background and Aim : Klebsiellaoxytocaareopportunisticpathogenshatareincriminatedin
manynosocomialnfections.Thereis anincreasen the prevalencef resistancdo differentclasses
of antibioticsin Klebsiellaspeces.In someisolatesresistancés mediatedby the productionof
AmpC betalactamasesThe goalof this studywasthe surveyfor AmpC b-lactamaseroduction
andcharacterizationf antibioticresistancerofile in Iranian(Shiraz)clinical isolatesof Klebsiella
oxytoca.

Methods: In this crosssectionaktudy,thirty-five Klebsiellaoxytocastrainswereisolatedfrom
patientshospitalizdin Shiraz(lran) hospitalsandsubculturenasperformedon microbiological
mediaincludingMacConkeyagar.Theisolatesvereidentified basedn biochemicatests
embeddedn the API- E systemStandardsusceptibilitytesting(discdiffusion) wasperformed
accordingclinical andlaboratorystandardsnstitute(CLSI,, ~ /) guidelinesPhenotypiaetection
of AmpC betalactamasegvasperformedoy cefepimeandcefoxitin disk test.

Results: Total, _Klebsiellaoxytocaisolatesvereexaminedhatamongthem_ ( / 7) isdlates
wereAmpC betalactamaseproducmgAmongexamlnedantlmlcroblals,lmlpenem(/ £ /) and
colistin( ~ ) weremosteffectivedrugsagainstsolatesRespectively, ~ ~,” ~ ’

and _ ~ isolateswereresistanto amikacin,cefoxitin, C|profloxa0|nandcefep|meStralns
showedthe mostfrequentresistanceo ceftazidime( ~ ). All AmpC betalactamasgositive
isolatesweresensitiveto amikacin,imipenemandcolistin.

Conclusion: Resultsshowedunfortunatelythird-gerneratiorcephdosprinsarenot effective
against - of infectionscausedy Klebsiellaoxytoca.Resistancéo two majorclasse®f
antibiotics(aminoglycosidesindbetalactams)is increasingamongstrainsandtreatmenbf
infectionscausingby thisisolatesaremajor problemin future.

Keywords : Blood, Bacterialinfection,Klebsiellaoxytoca,Antibiotic resistanceAmpC beta
lactamase.
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Background and Aim : nowadaysthe demandsgor antibacteriafabricshasincreasedUsing
syntheticnonbio-degrablechemicalcompounddor theseapproachesausesnvironmentaand
healthconcernsAlum is usedasanastringenandantisepsisn traditionalmedicineof Zabolcity,
SistanandBaluchistarprovinceof Iran, andalsoasa flocculentfor waterpurificationamongother
thingsin crystalform. The purposeof this studyis to evaluatehe antibacteriakffectof the Alum
consideringn thetraditionalmedicineon Escherichiacoli isolatedfrom watersourceof Zabol.

Methods : usingmicrdtitre platemethod differentdilutionsof alum¢ = .~ ™,/ and, ) were
addedo/ ~ CFU of Escherichiaoli. The Optical Densitywererecordedor, hours.Thedata
wereanalyzedoy SPSS.

Results: Theresultsrevealedhe effectivenes®f alumin the growth of thetestedoacterium.The
alumwerefoundto be potentagainstEscherichiacoli ata concentratioraslow as,

Conclusion: A wide varietyof naturalproductshasbeenunderscrutinyfor their clinical potential,
bothin termsof preventionandtreatmentStrongantibacteriahctivity of alumcomparedvith
controlwasshownagainstEscherichiacoli. Accordingto theresults,alumcanbeusedasan
inhibitor of bacterialgrowth.

Keywords : Alum, Antibacterialactivity, Escherichiacoli, Water
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Background and Aim : NontypeableHaemophilusnfluenzaes a majorcauseof localized
respiratorytractdiseaseincluding otitis media,sinusitis,conjunctivitis,bronchitisandpneumonia,
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andstrainsof bacteriaarevery various.For preventionof infection orimmunomodulatiorof
chronicallyinfectedindividualsfor appropriatehumoralandcellularimmunemechanismsye
needto know availablestrainsin differentregions.

Methods : Bacteral strainsandgrowth.NTHi isolatesveregrownovernighton’ “chocolate
agarplatesat. ' CAn_ "CQ . DNA amplification.Oligonucleotideprimersweredesignecn
thebasisof the sequencef thehmw A geneRestrictionfragmentengthanalysis Nucleotice
sequencingA PCRproductof eachrestrictionfragmentpattern(rfp) werechoserrandomlyand
weresequenced.

Results: We observedhreedifferentpatternsvith RFLP of productsPCRby Tad restriction
enzyme We observedy CLC Main Workbench softwae thatSamplenumberg ,, and, were
similar to strainsof nontypeablédaemophilusnfluenzaewith GenBankaccessiomumbergGan)
JAY, © 0 W[ andAY, © ° _ respectively.

Conclusion: We observedhathmw A geneof NontypeableHaemophilusnfluenzaein Iranare
similarto strainsof NTHi with GenBankaccessiomumbersAY, * * U/  andAY, * °  _
andwe foundthattherestrictionfragmentpattern, (rfp_ ) thatis similarto GenBankaccession
numbel | s mdeedin throatisolatesbutis presentin someotitis isolatesandrfp/ thatis
similarto GenBankaccessiomumberAY, * ° _is pfesentn pleuralfluid, throat,conjunctiva
andotitis isolates Basedon theseobservationd is hypothesizedhatsomestrainsof nontypeable

Haemophilusnfluenzaearemorewilling to specificareasf thebodyandtheninfectthearea.

Keywords : hmw A , NontypeableHaemophilusnfluenzae, Iran
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Background and Aim : BackgroundBurnsandsubsequentonsequencearea globalproblem.
Burn woundinfectionis oneof the mostcommoncause®f deathin burninjuries. Further,burn
patientsareat high risk for nosocomialinfection. Thus,infectioncontrolin burn patientsespecially
in thefirst_ daysafterhospitalizationis important.Infectioncontrolduringthis time periodcan
preventmorbidity andmortality in thesepatients Appropriateandaccurateantibiotic prescription
canbeconsiderednimportantfactorin increasinghe awarenessf patientsaboutproper
antibioticuse.Aim: Theaim of this studywasto determinerelationshipbetweerantibiotics
prescribedandthe resultsof antibiotic susceptibiliy testingin microbiallaboratoryin teaching
burnhospitalin Tehran Jran.

Methods: In this crosssectionaktudy,we consideiPseudomonaaeruginosaicinetobacter
baumanniandStaphylococcuaureusasmostimportantcauseof nosocomialnfectionespeially
in burnpatients, , strainsof Pseudomonaaeruginosalcinetobactebaumanniand
Staphylococcuaureuswvereisolatedfrom_ _ hospitalizedourn patientsldentificationof the
strainswasperformedby biochemistryandmicrobiologicaltests. Antibiotic susceptibilitytests
wereperformedaccordingto CLSI guideline for eachbacteriagenus.Therecordswereaudited
to find theantibioticused.

Results: TheresultsindicatedthatP. aeruginosas the mostprevalentGramnegativebacteria.
Theresuts of this studyshowedsomeantibioticsprescribedike, imipenem,amikacin,
ciprofoloxacinandcefepimeregardles®f the antibioticssusceptibilityrespondsn thelab.

Conclusion: Infectioncontrolis very importantin burncareunits,becauséurnwoundinfection
is oneof the main cause®f morbidity andmortality amongburnpatients Thus,theappropriate
prescriptionof antibioticscanbe helpful, but unreasonablprescriptioncanhavedetrimental
consequenceg)cluding greaterexpense$o patierts andcommunityalike.

Keywords : antibiotic prescription antibiotic susceptibilitytesting,burn patients
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Background and Aim : Staphylococcuaureuds oneof the mostisolatedbacterialpathogenn
humanswhile it is the causativeagentof a wide panelof infectionsrangingfrom superficial
lesionsto life-threateningsepticemiaOverthe pastdecaded hasremainedamongthetop six
clinically importantpathogensthe treatmenbf infectionscausedy thesebacteriais difficult.
Evensotreatmenivith newerantibioticshasfailed. Theaim of this studyis to investigatethe
effectof methanolicextractof artemisaon this isolated

Methods: Staphylococcuaureudsolationwereidentified by biochemicatestsuchasDNaseand
Mannitol saltagar,coagulae accordingto finegold. Thesensitivityof isolatesto cefoxitinand
oxacilinwereevaluatedhroughdisk diffusion, Thenusingpolymerasehainreaction(PCR),the
isolateswereTestedfor thepresencef mecAgene.anextractssusceptibilitytestswere
performedby Disc Diffusion andbrothmicrodilutionmethodsby CLSI, ~ /./_4gr of dried
artemisglantwassoakedn/ ~ ml methanol ~ ,V/v), for aperiodof, hourswithoutheating.
Extractswerefirst filtered throughWhatmanNO/ filter paperto clarify andthenthroughas ~
pm membrandilter. Thefiltrate wasevaporatedinderreducedoressurén avacuumevaporator
andstoredat, { .

Results: All of theisolationsaresensitiveto cefoxitin andoxacilin andalsothey PCRresult
Acknowledgethatall of themshowedmecAgenealso,theAntibacterialeffectsminimum
inhibitory concentratioMIC) of Artemisiamethanolicextractwas’ , (mg/milliliter) for all
strains.

Conclusion: Thethreatcausedy Staphylococcuaureusandthe needfor aneffectiveantibiotic
incitedusto searcHor a potentialantinfective agentagainsthis pathogenStaphylococcus
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aureusproducersaareamaja problemin medicalcentersbecaus@ur resultsrevealedhat
methanolicextractof artemisgplanthadobviousantibacteriahctivities.. Otherevaluations
consideringhe differenteffectsof variousherbalextractsasantibacteriabhgentsaswell asin vivo
examinatiorof theseextracts arerequiredto providea natural,costeffectiveandstrongalternative
for thetraditionallylesseffectiveantibioticswhich arenormallyused.

Keywords : Staphylococcuaureus,extract,antibacterial
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Background and Aim : staphylococcuaureuss the positivegramcoccuswhichis ableto cause
differentkindsof infectionin certaincondition. The determinatiorof antibioticresistanceatterns,
particularlydomesticpatternof Iran, is essentiafor appropiatdreatmenof staphylococcus
aurausinfectionandproperinfection controlmeasuren our country.Severabirulencefactors
havebeendescribedn pathogenesief Staphylococcuaureusstrains.Staphylococcal
Enterotoxingd SEs)thatis oneof the mostfactors,arebelongingto importantmemberof bacterial
superantigensSuperantigenaredefinedby their ability to stimulatecytokinereleasdrom both T
cellsandmacrophagesTheaim of this studywasto evaluateAntibiotic-resistanbf S. aureus
haveEntrotoxingenesn isolatesfrom patientsin Ahwazhospitals.

Methods: This studywasperformedon/ ~ glinical sampledrom patientswho werereferredto
thefour hospitalsn Ahwaz.Samplesverecollectedfrom urine, blood, skin chipsandsputumof
patients Staphylococcuaureussolateswereidentified by routinebacteriologicamethodsand
their susceptibilityto/ ~antibioticswasdeterminedy discdiffusion method.GenomicDNA was
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extractedby Phenolchloroformmethod.The setsof enterotoxingenegseasei)wereamplified by
multiplex PCR.PCRproductswereanalyzedy electrophoresis.

Results: Amongantibioticstested ~ &.aureudsolateswerehighly resistantagainstpenicillin
I, ,fdllowed by Erithromycin® _ ,clindamycin. | ,tetracycline | ,oxacillin_ _,’
cotrimoxazde_ _ ,ciprofloxacin ‘, vancomycir ', Doxycyclline, ', ceftizoxime * and

. . S.aureushaveEntrotoxingenessolateswerehighly resistantgainstpenicillin/ ~ fdllowed
by Erithromycin® , clindamycin, * ,tetracycline * ,'oxacillin_ ~ ,cotrimoxazole, , ,’
ciprofloxacin ', vancomycir , Doxycyclline  ceftizoxime_ _ .’/Amongentrotoxingens
testedstaphylococcuaureussolatesveresed _ ,'seh. %,sec¢, ,sed ,sed . ,seh

sei’ . Amongentrotoxingenstestedstaphylococcuaureussolateswasnot see.

Conclusion: Giventheimportanceof nosocomialAntibiotic-resistantS. aureudnfectionsandthe
role of SEsassuperantigein thedevelopmenbf variousdiseasesstudyof thesegenesn clinical
specimeris necessary.

Keywords : StaplylococcusaureusAntibiotic-resistantEnterotoxinggenesAhwazhospitals,
Multiplex PCR.
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Background and Aim : Acinetobactespp.is characterizedsanimportantnosocomiapathogen
andincreasingantimicrobialresistanceThis opportunistigpathogeris oftenresistanto awide
rangeof antimicrobialswhich rendersAcinetobacteinfectionsdifficult to eradicateOuraimwas
to evaluateantimicrobialsusceptibity andtetracyclineresistancgienesof Acinetobactespp.
isolatedfrom hospitalizedpatients.
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Methods: In this studyatotal of/ ~ elinical isolateof Acinetobactebaumanniiof blood,
cerebrospindluid,Urine, respiratorysecretionswoundin . ~ / patientsAdmittedin intensive
careunitsof ImamKhomeiniTehranHospitalwill be collected By usingstandarcbiochemical
techniguesuchasoxidase, TSI, growthin Macconkeyagar,OF, urea,Citrate,growthat/ _° C,
SIM, gelatin,lysine decarboxylaseargininehydrolysisandDnasespeciesAcinetobacter
baumanniiwvereidentified/ * * ATCC standardstrainsAcinetobactebaumanniisolateswvere
detectedaspositivecontrol. The antimicrobialsusceptibilitypatternwasdeterminedy usingthe
standardlisk diffusion methodaccordingto CLSI guidelinesDNA wasextractedoy usingDNA
extractionkit (kia gene).The Distributionof tetA , tetB andtetM genesn all isolateswvere
determinedy polymerasehainreactionmethod.

Results: Almostall isolateswere resistanto awide rangeof antimicrobialstetracycling{ ™ )’
minocycling( _ )imipenem( | )’meropenem(" )thelowestresistanceatewasfoundfor
colistin¢ %). ThetetA, tetB, tetM geneswereidentifiedin. ,/ and isolatesrespectivelyA
significant correlationwasidentified betweertetA andtetB producingacinetobactebaumannii
andresistanceo tetracyclineantibiotics.

Conclusion: prevalencef tetresistancgeneacinetobactebaumanniin theimamKhomeini
hospitalof tehran,indicating the antibioticresistanis a concernhenceantibiotic prescription
policy shouldberevisedandinfectioncontrolmeasures necessaryo beimproved.
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Background and Aim : Acinetobacteis a nonfermentativé&sramnegativecocobacillwhich
Separatednostof the humanresourcesndthe environment. Thi®pportunisticpathogerbacteria
is typically associateavith hospitalacquirednfections.Oneof the problenscausedy
Acinetobactebaumanniis multidrugresistancéMDR) suchasresistancéo fluoroquinolones,
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aminoglycosides;ephalosporins,anchrbapenem®ur aim wasto evaluateantimicrobial
susceptibilityandaminoglycosidesesistancgenesf Acinetobacterspp.isolatedfrom
hospitalizedoatients.

Methods : By usingstandariochemicatechniquesuchasoxidase, TSI, growthin Macconkey
agar,OF,urea,Citrate,growthat/ _° C, SIM, gelatin,lysine decarboxylaseargininehydrolysis
andDnasespedesAcinetobactebaumanniwereidentified/ ~ isolatesweretestedfor antibiotic
resistancdy discdiffusion methodfor/ ~antimicrobials.The antimicrobialsusceptibilitypattern
wasdeterminedy usingthe standardlisk diffusion methodaccordingto CLSI guidelinesThe
presencef aphA , aacC , aphA andaadA weredetectedisingpcr.

Results: About’ ~ 6f theisolateswereresistanto morethan, classe®f antibioticsandthe
lowestresistanceatewasfoundfor colistin ¢ %). DNA wasextractel by usingDNA extraction
kit (kia gene).The,acetyltransferasgenesaacC phosphotransferagenesaphA , and
adenylyltransferasgenesaadA andphosphotransferasgeneaphA wereidentifiedin® ,_
. .and /isolatesrespectivelyl * of isolatesncludingall four resistancgenesliscussedh
this study.

Conclusion: Therising trendof aminoglycosidasprouducingAcinetobacteBaumanniin Imam
khomeinihospitaltehranindicatingthe antibioticresistanis a concermandAcinetobactespp,in
our hospitalcarryingvariouskinds of aminoglycosideesistancgeneshenceantibiotic
prescriptionpolicy shouldberevisedandinfection controlmeasuras necessaryo beimproved.

Keywords : A.Baumanni aminoglycosidaseacetyltransferasphosphotrarferase
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Background and Aim : EnterococcusreGrampositive,aerotoleranfermentativeandcatalase
negativecoccithatarefoundin thegastrointestina|Gl) tractof mammalshirdsandreadily
isolatedfrom soil, surfacewatersandsedimentsTheability of this organismto survivein very
hostenvironmentprovidesgreattemptationto be sdectedasa fecalcontaminantndicator.Rep
PCRwith theBOXA R primerwereusedto discriminatebetweerEnterococcussolatesandtheir
antibioticsprofile wereassessed.

-

Methods : Enterococcisolateswvasobtainedrom/ ~ fecalsamplesTheisolatesverei dent i y e d
by biochemicakeactionandspecificidentificationwasconfirmedby PCRwith speciespecific
primer.All of theisolatesweresubjectedo Reptyping andantimicrobialsusceptibilitytests.

Results: RepPCRanalysisof/  isolatesshowed _REPtypeswith forty-five singletypes(ST
to ST, ) andforty-eightcommontypes(CT to, ). Antibiotic susceptibilitytestsexhibitedthat
C.C T Dy LC L D¢ 1 yand () wereresistanto erythromycin tetracycline,
gentamicinandciprofloxacinrespectivelypbutamongtheisolates sixteenweremulti drug
resistancéMDR). TheseMDR isolatesshowed /Reptypeswith sevensingletypesandfour
commontypes.

Conclusion: This studyshowedhatour MDR isolatesverehomogeneou§é * / of iSolaeshad
_% similarity) andhigh rateof resistanceo tetracyclineanderythromycin( / /) wdsobserved

in theseasolates.The concernaboutthesenormalflora isolatesarethe pathogenigotentialof these

bacteriathroughthe horizontaltransferof anibiotic resistancendvirulencegenes.

Keywords : EnterococcusRepPCR,antibiotic profile, normalflora
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Background and Aim : StreptococcuagalactiaggroupB streptococciGBS)is a colonizing
microarganismin pregnanivomenandwithout causingsymptomsColonizationof GBSin the
rectovaginategionin late of pregnancys arisk factorfor newborndiseasesAim of this study
wasdeterminatiorof GBS prevalenceamongvaginalandanorectakpecimenst gestatiorfemales
by PCRandculturebasednethods.

Methods: In thisstudy,/ _ tectalandvaginalswabswereseparatelyollectedfrom womenwith
gestationahgeof . - ’weeksduringeightmonthfromJuly, ~ /tgMarch, ~ /afteaching
hospitalof Raz, Ahvaz,Iran. All of samplesvereenrichmenin selectiveculturemediaTodd
Hewitt brothduring, handrecognizedy standarctultureusingBlood agar,phenotypidests
andamplificationof cfb gene.

Results: In thisstudy,outof/ _ fectalsamples, ,(, » ~)'samplesverepositivebasedn
culturemethodand, ‘( / ~)‘samplesverepositiveby PCRtechniqueAlso, outof/ _ Vaginal
samples, ( ° ~)’samplesverepositiveby cultureand” A _ ) samplesverepositiveby
PCR.Chanceof colonizationwith GBSin femaleswith alate UTI historyhadincreased.

Conclusion: Accordingto our study,thefrequencyof GBS culturefrom rectalsamplesvashigher
thanvaginalsamplesHowever the detectionpercentof GBS by usingPCRfrom vaginalsamples
washigherthanrectalsamplesin otherhand,the cultureis a time consumingmethodrequiringat
least hfor GBSfully identificationbut PCRis a sensitiveandrapidtechniquen detectionof
GBSthatresultwasacquiredduring, h.

Keywords : GBS, culture,PCR,rectal,vaginal
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Background and Aim : GroupA b-Hemolytic Streptococcarethe mostprevalentpathogenic
bacteriathatcancauseheumaticfeverard acuteglomerulonephritisn adolescentsoits correct
diagnosisandtreatmentis veryimportant.

Methods: This studywasdonewith multi stagerandomsamplingmethodbetweerthreehundred
I 4 _yearold healthyschoolstudentsn the city of jolfa. Sixty sevengroupA b-Hemolytic
Streptococcu§GABHS) strainswereisolatedandweretestedwith discdiffusion methodagainst
sixteenantibioticsincluding Penicillin, Erythromycinandsomesecondine drugssuchas
Amoxicillin, Ampicillin, Co-amoxiclav,Tobramycin,Gentamiin, Clindamycin,Vancomycin,
Tetracycline CotrimoxazoleCloxacillin, CephalothinCephalaxinCefazolin,Cefixime.

x s

Results: This studyindicatedthatof , ~ students, . werehealthycarriersof GABHS. Of
healthycarriers/ ‘=cases{’  Ywerefemalestudentof first baseclassthatwasthe highestrate,
whereas casey | werefemalestudentof secondbaseclassthatwasthelowestrate.

Conclusion: All of GABHS strains(" / ) weresensitiveto Penicillinandresistanceo
CotrimoxazoleandClavulanicacidweredetectedupto” ° and”  respectivelyOurresults
showedthatprescriptionof secondine drugsmustbe prescriptednorecautiously.

Keywords : GroupA b-Hemolytic Streptococcibacterialresistancehealthycarriers students,
city of jolfa.
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Background and Aim : BackgroundTheincreasedusceptibilityof severelyinjured patientsto
infectionanddeathfrom sepsishasbeenattributedto abnormalitiesn cell-mediatedmmunity.
Combinedof aminoglycosideandcephalosporirmreusedfrom dayoneon wards,to treat
infections(causedy bacterian manydifferentpartsof the body. Aim: The presenstudyused
flowcytometricimmunofluorescencanalysedy usingmonoclonakntibodiego investigate
changesn numberandphenotypeof lymphocytedrom_ _ severelyburnpatientswho usedabove
antibiotics.

Methods : Methods:Patientsadmittedto the Motaharyburncenterin Tehranwith burnsfrom_, ~
to Q' ~ fotalbodysurfacearea(TBSA).DatawerecollectedandanalyzedusingSPSSsoftware.
Oneway ANOVA , meant S.EM.A , Valueof P« = Avasconsideredignificantlydifferent.

Results: ResultsiResultsverecomparedo normalcontrols.Patientswith burnsof . ~ (TBSA)
or greatethadasignificantreduction(P< ~ )in CD, + andCD, + T cellsupto’ dayspost burn.
Following thermalinjury areductionin CD + T cellswasobservedipto’ daysin patientswith
burnsof’ ~ TBSA or greateiinjury, who becameseptic. Theonly few patientsin the severe
sepsiggroupwho survivedwerethosegivenaminoglycosideglone.

Conclusion: ConclusionThesedatasuggesthat,change®f circulatinglymphocytesubsetells
couldberelatedwith the useof theseantibioticsbeforethe clinical onsetof sepsisBecausearly
infectionmaybe easierto eradicate.

Keywords : Thermalburn,T. LymphocytesAminoglycosides Cephalosporins,
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Background and Aim : Bacteriahavethe geneticability to transferandacquiredrugresistance
factors.In recentyears theinappropriatauseof antibiotics hasled to drugresistancemong
bacteriacauseo untreatabled s u p e andhighdeathin clinics throughoutheworld,
particularlyamongthe patientswith suppressednmunity system.Therecentemergencef
multidrugresistan{MDR) Pseudomonaaeiuginosahasbecomea seriousproblemin healthcare
settingsworldwide. Theaim of this studywasto evaluatethe antibacteriahctivity of Zataria

mu | t iBhissandOleaeuropae&xtractson IMP-producingP.aeruginosatrains.

Methods: This descriptivestudywascarriedout on hospitalizecburntpatientsduring, ~ /year.
Antibiotics andextractssusceptibilitytestswereperformedby discdiffusion andbroth
microdilutionmethodsasedn Clinical LaboratoryStandardsnstitute (CLSI) guidelinesMBL
detectionrwasperformedby CombinationDisk Diffusion Test(CDDT) .Thebla(VIM) and
bla(IMP) geneswveredetectedby PCRandsequencingnethods.

Resuts : UsingCombinationDisk Diffusion testmethod,it wasfoundthatamong _imipenem
nonsusceptiblé?.aeruginosatrains, ( ° ~)'wéreMBL producersPCRandSequencing
methodsprovedthatthesesolateswerepositivefor blaIMP/ geneswhereasionewerepositive
for bla(VIM) genesThenucleotidesequencelatareportedn this paperhavebeensubmittedto
the GenBanksequencelatabasendassignedccessiomo.JX , . Thémortality ratedueto
MBL -producingPseudomonaisfectionwas, ( ~ ) amongthe hospitalizedpatientslt was
shownthatZatariamu | t ieftractshadthe highestantibacteriabffecton standarcandIMP-
producingP.aeruginosatrainsin® ~  mg/mlconcentratiorandOleaeuropae&xtractsn/ , ~

mg/ml.

Conclusion: The prevalenceof betalactamasgroducingpseudomonageruginosaletectedn
this studyis of greatconcernandhighlightsthe needof infection controlmeasureicluding
antibacteriamanagemerandpromptidentificationof betalactamaseproducingisolates.n this
study,it wasshownthatextractsof Z . mu | hashigberaatibacteriakffectson b-lactamase
producerP.aeruginosatrainsthanotherextractsandantibiotics.

Keywords : Evaluationof AntibacterialEffects, OleaeuropaeaZatariamu | t i, Rseudoamonas
aeruginosa
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Background and Aim : In discriminateuseof antibioticin our societytodayhasledto appears
resistanceo antibioticsThis surveyconsiderto usethe extractof the Cinnamonandalsosurvey
on extracton bacteriawvhosecauseJrinary TractInfections(UTI),anccomparethis with common
antibioticsprescription.

Methods : Cinnamonextractperformedwith boil waterby macerabn andhydrodistilationby
clevenjemrmethods,respectively.Urirmamplesvascollectedfrom patientsandthenwascultured
on MacConkey,bloodgar,EMBmedia,andile esculinagarat microbiologylaboratory.To
identify the Klebsiellapneumoniaevasusedspeial test,including: ONPGest,Esculin
hydrolysis,UredrydrolysisandIMViC test.Enterococcusecaliswasdiagnosedvith specialtest
including:catalase,oxidase,PYést,NaCltolerancg ~ ) andEsculinhydrolysis. Twomethods
hadused.FirstvasdiscdiffusiontestandsecondvasMinimal Inhibition Concentration(MIC).

Results: Enterococcufaecalishad ~ ~sénsitivityto extractandcotrimoxazoleout” _ fo
nalidixic acid.Klebsiellgpneumoniadad * $ensitivityto cotrimoxazolé, _ fo nalidixic acid
andresistanceo extract.Extrachadinhibition effecton Enterococcuaecalistill / / / in tube
method.
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Conclusion: Accordingto resultsof this research,Cinnamoextracthavea muchmore
effectivenes# inhibiting the growth of Grampositivebacteriacomparedo Grantnegative
bacteria.

Keywords : Nalidixic acid,CotrimoxazoleUrinary TractIindection,Cinnamon
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Background and Aim : NontypeabldHaemophilugnfluenzae(NTHi) is amajorcaus of
localizedrespiratorytractdiseaseincluding otitis media,sinusitis,conjunctivitis,bronchitisand
pneumoniaandstrainsof bacteriaarevery various.For preventionof infectionor
immunomodulatiorof chronicallyinfectedindividualsfor approprate humoralandcellular
immunemechanismsye needto know availablestrainsin differentregions.

Methods : Bacterialstrainsandgrowth. NontypeabldHaemophilusnfluenzaestrainswere
obtainedirom threeinfection sites:nasopharyngealr throatisolaesfrom healthychildren,strains
culturedfrom middle earaspirategrom childrenwith otitis media.DNA amplification.
Oligonucleotidgorimersweredesignedn the basisof the sequencef the hiagene Regionswith
low variability werechosen.

Results: After evaluationof prevalencef Hia adhesionye observed outof samplesprin

otherwords ~ 6f samplesaveHia adhesioron surface.

Conclusion: In this study,we determinedhe prevalencesf Hia adhesiorin a collectionof | |
NTHi isolatescollectedbetween ~ /ahd - /from thethroatisolatesof healthychildren,the
middle earsof childrenwith otitis mediaandpleuralfluid andconjunctivaisolatesobtainedrom
childrenwith invasivediseaseThehiaprevalencd )'in thisisolatecollectionwasconsistent
with previousstudieswhichreportprevalencesangingfrom/ _to, .’
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Background and Aim : Acinetobactebaumanniis oneof the mostimportantpathogensapable
of colonizationin burnpatients)eadingto drugresistantvoundinfections.This studyevaluated
thedistributionof the AdeABC efflux systengenesdeterminedhe sequencesf AdeR-AdeS
regulatorysystemandanalyzedherole of mutationsin ciprofloxacinresistantA. Baumannii
isolatescollectedfrom burnpatients.

Methods: A totalof™ ~A. baumanniilinical strainswereisolatedfrom patientshospitalizedn
MotahariBurnsCenterin Tehran Iran. Ciprofloxacinsuseptibility wastestedoy the disk
diffusion andagardilution methodsPCRamplificationof the adeRSadeBdrug efflux genesvas
performedfor all resistanandsusceptiblésolates.To assessherole of theefflux pumpin

c i pr o pnonsusceptililityisolateswerescreenedhn the presence/absencoé carbonyl
cyanide, -chlorophenylhydrazon@CCCP).Sequencindor theadeRandadeSregulatorygenes
wasdonein isolateswith activeefflux pump.

Results:* _outof* ~( _ ~)’Acinetobacteisolateswereresistanto ciprofloxacin,with
minimuminhibitory concentratior{MIC) valuesrangingfrom_ to @ . pg/mL.All* ~isolates
werepositivefor theadeRSadeBgenesTheciprofloxacinMIC wasdecreased, -to™ -fold in
thepresenceof CCCPin_ ~outof™ _( ™ 7)ftesistanisolates. ™ ~ of theseefflux positive
isolatesshowedmutationsin the AdeRSregulatorysystem.

Conclusion: TheresultsshowedhatAdeABC genesarecommonin A. baumanniiywhich might
beassociateavith ciprofloxacinnon-susceptibility asindicatedby the observedinkageto the
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presencef thegenesssentiafor theactivity of the AdeABC, avarietyof singlemutationsin the
adeRSegulatorysystemandanincreaseof ciprofloxacinsusceptibilityin the presencef CCCP.

Keywords : AcinetobactebaumanniiCiprofloxacinresistanceBurns,Efflux pumpgenes
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Background and Aim : We investigatedhe contributionof gyrA andparCmutatonalmechanism
in decreasediprofloxacinsusceptibilityof Acinetobactebaumanniisolatedfrom burnwound
infections.

Methods: Ciprofloxacinsusceptibilityof . ~A.baumanniisolateswasevaluatedy disk diffusion
andagardilution methodsPCRandseguencingwereperformedor detectionof mutationin
guinoloneresistanceleterminingregion(QRDR) of gyrA andparCgenes.

Results: Overall,, _and, isolatesof A.baumanniiexhibitedfull andintermediat&esistanto
ciprofloxacin,respectivelyThesequencesrom, _resistanisolatesweredividedinto_ groups
(1-V) onthebasisof mutationsin gyrA (Ser Leu,andGly /Asp),andparC(Ser Aeu,

Glu Lys,andGly Cys).The, isolateswith doublemutationsof gyrA andparCgeneggroups
[11-V) showeda higherlevel of ciprofloxacinresistancehanthe, isolateswith singlemutations
of gyrA or parC(groupsl-Il) (MIC of tomorethary = pg/mL).

Conclusion: Theconcurrenmutationswithin QRDRregionsof thegyrA andparCgenesare
expectedo play a majorrole in high-level puoroquinoloneesistanceamongA.baumanniisolates;
albeit,a singlemutationin DNA topoisomeras&/ couldoccasionallybe associateavith
intermediateresistanceo theseantimicrobials.
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Background and Aim : Multi-drugresistanis a growing problemanda seriousthreatto human
health.Escherichiaoli is a ubiquitouscommensabacteriumin theintestinaltractandis alsoas
well asoneof themostimportantcauseof infectiousdiseasesT he presenstudywascarriedout
to evaluatethe prevalencef resistancgienego quinolonein E. coli isolatesrom HIV and
thalassemigatientsin the southeastof Iran (Kerman).

Methods: Thisstudywasdonewith™  and, _E. coliisolatesfrom healthyfecalandurine
samplef thalassemiandHIV infectedpatientsrespectivelyTheE. coli isolatesof HIV patients
wererecoveredrom healthyfecalsamplegn= .) followed by isolatesfrom urine (n=, ). Among

* E.coliisolatesof thalassemigatients, ’isolateswererecoveredrom healthyfecalsamples
and_ isolatesfrom urinesamplesTheE. coli isolateswereconfirmedusingbiochemicalAPl, £
identificationsystem.The DNA of theE. coli isolatesvasextractedoy lysis method.The
confirmedisolateswerestudiedto prevalencenrB andgnrSgenesy PCR.
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Results: Morethan' ~ ( , / } of all theE. coli isolatesharboredynr genesThequinolone
encodinggeneggnrSandgnrBwerepresenin’ * ~ (( [ N and . ( / )aof HIV patient
isolatesrespectivelyAmongthethalassemipatientsE. coliisolates, (. * ~)’isdlateswere
positivefor gnrSand, ( ~ ) isolatesfor gnrB genes.

Conclusion: Our studyresultsshoweda high prevalencef genesncodingquinoloneespecially
gnrSgenein theHIV andthalassemipatientsE. coli isolates.

Keywords : Escherichiacoli, HIV, thalassemiaantibioticresistancgene
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Background and Aim : A quadrupleXPCRassayrecentlyhasbeendevelopedor categorie€.
coli strainsto phylogenetigroupsA, B/ , B, , C, D, E, Fandcladel. Theaimsof this studywere
to identify the phylogenetiggroupsof E. coli basedn new Clermontphylotypingmethodfrom
HIV andthalassemigatientsn Kerman,lran.

Methods: Sixty two E. coli isolateswvererecoveredrom healthyfecalandurine sampledrom
thalassemipatients TheE. coli isolatesvererecoveredrom healthyfecalsamplegn= )
followed by isolakesfrom urine (n=). TheE. coli isolatesvereconfirmedusingbiochemicalAPI
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. /£ identificationsystemThe DNA of theE. coli isolateswvasextractedy lysis method.The
confirmedisolateswerestudiedto determingphylogenetiggroupsby PCR.

Results: Accordingto theresults the predominanphylogenetigroupin healthyfecalsamples
wasA (. 7/ 7 [I)followedby® (¢ * ~;L /[ D¢, ;T 1),B (7" 1)°
unknown{ _ ;" 7 )andC,Fandcladel (each ~ ;/ '/ ). PCRassayd$or phylotypingof
urineisolatesndicatedthatthe strainsdistributedin four phylogenetiggroupsincluding two
isolatey, ~ )'in B, andoneisolate( .~ )’in B/, cladel andunknowngroups.

Conclusion: The presenstudyindicatedthat majority of E. coli isolatesdistributedamongphylo-
groupA. About, | 0f E. coli isolatesbelongto the newly describedhylogroupsC, F, cladel
andunknown.Futurestudiesareneededo bedonealsoin otherregionsto providegreater
understandingf the prevalencef differentphylogenetigroups.

Keywords : Escherichiacoli, Thalassemigphylogenetiagyroup
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Background and Aim : Diarrheageni&scherthiacoli pathotypesreoneof themajorleading
bacterialcause®f diarrhean bothdevelopingandindustrializedcountries EnteroinvasiveE. coli
(EIEC)is majoretiologicalagentof bacillarydysenterythatresponsibldor a substantial
proportionof acutediarrhoealdiseasesvorldwide. Enterotoxigenic. coli (ETEC)is the most
commonbacterialcauseof diarrheain all agegroupsin regionswith poorsanitationandthe major
causeof diarrhean travelersto developingcountries The purposeof the presentstudywasto
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analyzethedistributionof ETECandEIEC genedn E. coli isolatedfrom patientswith diarrheain
Sirjan.

Methods: A totalof/ / E. coliisolateswereobtainedfrom diarrhegpatientsin Sirjan,southeast
of Iran. DNA of E. coli isdateswasextractedby boiling method.The confirmedisolateswere
examinedo prevalencef selectecpathotypegenesncludingETEC(LT+, ST+)andEIEC
(ipaH+) by PCR.ThereferencestrainsincludingE.coliH ~ _ andE.coli _bwereusedas
positivecontrolsfor detectionof the ETEC andEIEC pathotypesespectivelyNonpathogeni&.
coli strainMG ~ _wasusedasa negativecontrol.

Results: Outof/ / E.coliisolates, isolateg * ~ ) wWerepositivefor ETEC (LT andST
genespand isolates( ~_ ) possesseBIEC (ipaH gene)pathotypesAccordingto theresults,
ETECwasthe mostcommonpathotypewith/ _isolategpossessedothLT andST genes),
isolatespossessednly ST geneand isolatespossessedT gene.

Conclusion: This studyindicatedtheimportanceof ETEC pathotypéan the patientwith diarrhea
in Sirjancity.

Keywords : Escherichiacoli, diarrheapathotype
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Background and Aim : Foodbornaliseasesrethe majordevelopingchallengen contemporary
humansocietiesIn manypartsof theworld, the epidemiologichinvestigationhavebeenshown
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increasingn infectionscausingby SalmonellsserovarsEmergingthe drugresistancandmulti
drugresistancén this speciesarea majorglobalconcern So,goodknowledgeaboutantimicrobial
resistanc@attern knowingthe serotype®f Salmonellaandtyping of microorganismby PCRis
veryimportantto treatfoodbornediseases.

Methods: : In thisstudy’ ' foodborneoutbreaksncluding” / ‘stoolsamplegrom different
provincesof Iran werecollectedduringyears ~ /and ~ /. All isolatesof Salmonellavere
examinedaccordingto Culture,Antibiogramandmoleculamethods.

Results: Among™ / examinedsample<ollectedfrom differentprovincesstatiscallymostof
foodborneoutbreakg, * )‘arehappeningn summerAmong IranprovincesYazdwith (= ~)
andandZanjanwith ( _ ~ ) havethemostfoodborneoutbreaksAmongtheisolatesof

Salmonellamenaccordingto genderandchildrenbetweenrt /  andadultsbetween -, _years
accordingto agearepredominangroups. diarrheayomiting, Nausea,feveandcrump, arethe
majorsymptomsAll isolatesof Salmonellaveresensitiveto Ceftazidim{ ~ ) andthen,were

sensitiveto ChloramphenicoleandAmoxicillin (|, "%).

Conclusion: Havinggoodknowledgeabouttype of bacerial agentof foodbornediseaseandalso
its medicinresistancatternplaysa veryimportantrole to reducefoodborneoutbreakstreatment,
preventionandoutbreakcontrolactivities

Keywords : FoodbornaliseasesQutbreak Bacterialagents
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Background and Aim : ESBL-producingK. pneumoniaarécreasinglybeenreportedasthe
causeof severdnfectionsin intensivecareandsurgicalunits. Acrosssectionaktudywascarried
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outto investigatethe prevalenceof the CTX-M ExtendedSpectrumb-Lactamasgenesn
Klebsiellapneumoniasolatedfrom clinical samplein, Arak-Iran.

Methods: A totalof/ ~ K. pneumonidsolatesverecollectedfrom clinical specimengbtained
in theValiasrhospitalbetweerMarchandSepe mb e 1/ §.Bheantimicrobialsusceptibility
patternwasdeterminedy usingthe standardlisk diffusion methodaccordingto CLSI guidelines.
TheDistributionof CTX-M+ , CTX-M- , CTX-M- andCTX-M- genesn all isolatesvere
determinedy polymerasechan reactionmethod.

Results: Almostall isolateswvereresistanto awide rangeof antimicrobialsthe lowestresistance
ratewasfoundfor colistin ¢ %) andimipenem( ). TheCTX-M/ ,CTX-M, ,CTX-M and
CTX-M- geneswereidentifiedin® ,* ,* and, _isolategespectively.Asignificantcorrelation
wasidentifiedbetweenESBproducingK.pneumoniaandresistanceto
cefotaxime,ceftazidimeanzkftriaxoneantibiotics.

Conclusion: Emergencef ESBL-producingK. pneumonian the centralteachinghospitalof
Arak, indicatingthe antibioticresistanis a concernhenceantibiotic prescriptionpolicy shouldbe
revisedandinfectioncontrolmeasurés necessaryo beimproved.

Keywords : K. pneumoniaCTX-M ExtendedSpectrumb-Lactamase
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Background and Aim : Staphylococcuaureusmasalcolonizationis commonamonghumans,
andcausalitybetweercarriageandinvasivediseasetasbeensubstantiated?antod Valentine
leukocidin(PVL), oneof thesepathogeniaeterminantsis a bicomponentytotoxinencodedy
thepvl geneduk-S-PV andluk-FPV.ThePVL genesarepredominantlyassociatedvith S. aureus



Ol 31 5w 3 il (5 51 5 gl gw © ST (oo g

938 59 (¥l e (gl ylows ¢! 903 1WAF olo LT Yo—YY

strainsthatcausecommunityacquiredinfections,including skin andsofttissueabscesses,
necrotizingpneumoniandinvasiveosteomyelitisA crosssectionaktudywascarriedoutto
investigatethe prevalencef pvl geneamongS.aureussolatedfrom Iranianhealthystudent.

Methods: A totalof . * nasalswabswerecollectedfrom healthystudentsat Arak universityof
Medicalsciencedocatedin centerof Iran. All samplesveresubjectedo S.aureuss peci y c
isolationproceduregcatalaseCoagulaseglumpingfactor,DNase thermostableucleasd, ™ bp
of sa , gene)all stransweresubjectedo PVL toxin genePCR.

x

Besults:= _S.aureusstrainsisolatedfrom theanteriornaresof_ * healthystudentsAmongthe
_communityacquiredStaphylococcuaureus, * "%(, ) isolatesverePVL PCRpositive
whichwasconfirmedby sequacing.

Conclusion: Our studyshowsthatprevalencef PVL amongcarriageS. aureus( * ~)’isolates
is higherthanmanypreviousreports.molecularepidemiologyof PVL-positivestrainsis essential
to monitortheir spreadn the communityandits associatin with infections.

Keywords : PVL, communityacquiredStaphylococcuaureus

Count/ , ~
AbstractlD:, | / ~
PresentationType: Poster

High prevalenceof plasmid-mediated quinolone resistancedeterminants
in Enterobacter cloacaeisolatedfrom hospitalsof Qazvin, Alborz, and
Tehran provinces(Iran)

SubmissionAuthor: Samanévansouri

SamaneéMansouri, SamaneMansouri, MarziehMarandi, Amir Peymani, Moein Yeylagh
Beygi

I, departmenbf microbiologyandimmunology,QazvirUniversity of Medical Sciences,qazvin,iran
departmenbf microbiologyandimmunology,QazvirUniversity of Medical Sciences,qazvin,iran
departmenbf microbiologyandimmunology,QazvirUniversity of Medical Sciences,qazvin,iran
CellularandMolecularResearcltCenter,QazvinUniversty of Medical SciencesQazvin,Iran
departmenbf microbiologyandimmunology,QazvirUniversity of Medical Sciencesgazvin,iran



Ol 31 5w 3 il (5 51 5 gl gw © ST (oo g

938 59 (¥l e (gl ylows ¢! 903 1WAF olo LT Yo—YY

Background and Aim : Plasmidmediatedquinoloneresistancéqnr) is a growingclinical
concernworldwide. The mainaimsof this studywereto detectgnr-encodinggenesandto evaluate
theclonalrelatednessf gnr-positiveE. cloacadsolates

Methods: A totalof/ / QuinolonenonsusceptibléE. cloacadsolateswereobtainedfrom
hospitalsof Qazvin,Karaj,and Tehran(lran). Bacterialidentificationwasperformedby standard
laboratorymethodsandAPI | .E strips.Quinoloneresistancevasdeterminedy Kirby-Bauerdisk
diffusion method.PCRandsequencingvereemployedo detectgnrA, gnrB, andgnrSgenesand
theclonalrelatalnessvasassesselly enterobacterialepetitiveintergenicconsensuéERIC}PCR
method.

Results: Intotal,, (  ~)and / / ") ofisolatesshowedhigh andlow-level quinolone
resistancerespectivelyQnr-encodinggeneswverepresentn’ ~( ~ ~ ) isolatesamongthose
gnrB (7)) wasthemostcommongenefollowedbygnr$ ( ., ~)/andgnrB ( _ ) either
aloneor in combination Theresultsfrom ERIC-PCRrevealedhat. _( _ ~ ) dnrpositive
isolatesweregeneticallyunrelated.

Conclusion: This study describedor thefirst time the high emergencef gnrB , qnr@ andqgnrB
genesamongE. cloacasdsolatesn Iran.

Keywords : EnterobactecloacaeQnr, ERIC-PCR
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Background and Aim : Multidrug-resistantGranmtnegativeorganismsaveemergedisa major
threatto hospitalizedpatientsandhavebeenassociateavith mortality ratesrangingfrom_ to’ ~
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percentClinical resistanceéo aminoglycosidentibioticis primarily theresultof enzymeghat
covalentlymodify the antibioticsby N-acetylation O-acetylationor O-phosphoriation. The major
mechanisnof resistanceéo aminoglycosidess the productionof aminoglycosidemodifying
enzymesTheaim of the presenstudywasto investigatehe occurrencef aminoglycoside
resistanc@ndthe prevalencef two importantmodifying erzymegenegaac( 6-), aac( 6-)l) in
gramnegativebacterian TabrizandUremiacities.

Methods: A totalof ~PseudomonaseruginosandAcinetobactebaumanniisolateswere
collectedfrom threehospitalsduringa oneyearperiod.Bacterialidentificationandspecies
determinatiorwerecarriedout by standardiochemicakests.Antimicrobial susceptibilitywas
evaluatedy discdiffusion agarmethod.The frequencyof acetyltransferasgenesn theisolates
wasdeterminedy Polymeras&€hainReaction.

Results: Theresultsof this studyshowedhatresistanceatesasdeterminedy the discdiffusion
method wereasfollow: Gentamicin( / ~),Amikacin( * ™), andTobramycin( * ~)jnall
of isolates Of thegenesexaminedaac( 6-) ( ’ )'wasthemostfrequentlyidentifiedgenein
phenotypicesistanisolatesfollowed by aac( 6-) ( _ ).

Conclusion: Oneof antibioticsin empirictherapyis selectedrom aminoglycosidesHigh
frequencyof aminoglycosidemodifying enzymeproducingbacteriain this studyshowednecessity
of local surveillancefor this type of resistance.

Keywords : Aminoglycosidemodifying enzyme GramnegativeorganismsAcetyltransferase
generesistance.
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